SARS nucleotide sequence was posted here:

http://mkweb.bcgsc.ca/sar S TOR2 genome shotqun 120403 fasta.gz on 4/12/03

Results of nucleotide BLAST on some of the data above show SARS related to:

>SARS11. B21_A01_- 001.abl CHROVAT FILE: SARS11.B21 A0l - 001.abl PHD FILE:
SARS11. B21 _A01_- 001.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:01 2003
TEMPLATE: SARS11A01 DI RECTION:. fwd

t gagggagggact at cct aagt gt gacagagccat gct caacat gct t ag

gat aat ggcctctcttgttcttgct cgcaaacat aacactt gct gt aact

tat cacaccgtttct acaggttagct aacgagt gt gcgcaagt at t aagt

gagat ggt cat gt gt ggcggct cact at at gt t aaaccaggt ggaacat ¢

at ccggt gat gcaact at ct gcct at gca

Score E
Sequences produci ng significant alignnments: (bits) Val ue
gi | 12082738| gb| AF304460. 1| AF304460 Hunan coronavi rus 229E, ... 44 0.002
gi | 59490| enb| X69721. 1| HCVORF1AB Human coronavi rus 229E nRNA. .. 44 0.002
gi | 4454355| enb| AJ011482. 1| TGA011482 Porcine transmi ssible g... 40 0.029
gi | 13397900] enb| AJ271965. 2| TGA271965 Transm ssi bl e gastroen... 40 0.029
gi | 683720| enb| Z34093. 1| TGYPOLL Transmi ssi bl e gastroenteriti... 40 0.029
gi | 4927036] gb| AF124992. 1| AF124992 Porcine transmi ssible gas... 40  0.029
gi | 4927026| gb| AF124987. 1| AF124987 Feline infectious periton... 40  0.029
gi | 4927024| gb| AF124986. 1| AF124986 Cani ne coronavirus RNA-di... 40 0.029
gi | 4927032| gb| AF124990. 1| AF124990 Rat si al odacryoadenitis c... 38 0.12
gi | 29293452| gb| AY223860. 1] Avian infectious bronchitis viru... 36 0.46
gi | 6690750| gb] AF197338.1] HI V-1 isolate 93THO57 from Thail a. .. 36 0.46
gi | 292951| gb] MB5169. 1| | BACGB Avi an infectious bronchitis vi... 36 0.46
gi | 331170| gb] MP4356. 1| | BAORFAB Avi an infectious bronchitis ... 36 0.46
gi | 458734| enb| Z30541. 1| AIBVCG Avi an infectious bronchitis v... 36 0.46
gi | 14149032 enb| AJ311317. 1] I BR311317 Avi an infectious bronc... 36 0.46
gi | 1418973| enb| 269629. 1] 1 BVCD61 | nfectious bronchitis virus... 36 0.46
gi | 4927034| gb| AF124991. 1| AF124991 Turkey coronavirus RNA-di... 36 0.46
gi | 6625759| gb| AF201929. 1| AF201929 Murine hepatitis virus st... 34 1.8
gi | 7739593| gb| AF207902. 1| AF207902 Murine hepatitis virus st... 34 1.8
gi | 7769351| gb| AF208067. 1| AF208067 Murine hepatitis virus st... 34 1.8
gi | 2641127| gb| AF029248. 1| Muse hepatitis virus strain MiV-... 34 1.8
gi | 3947449| enb| AJ006589. 1| BPH6589 Bact eri ophage phi-C31 com.. 34 1.8
gi | 7769340| gb| AF208066. 1| AF208066 Murine hepatitis virus st... 34 1.8
gi | 58974| enb| X51939. 1| COVHVPOL Mbouse hepatitis virus RNA fo... 34 1.8
gi | 331851| gh| M65148. 1| VHVGENE1 Muri ne coronavi rus open read.. . 34 1.8
gi | 432610| enb| X76288. 1| BPHI C31E Bact eri ophage phi-C31 early... 34 1.8
gi | 29692106 gh] AY243312.1] Vaccinia virus strain WR, conple... 32 7.2
gi | 22595006| gh| AF362512. 1] Canpol eti s sonorensi s ichnovirus... 32 7.2
gi | 22123748| gh| AF012825. 2| Ectronelia virus strain Mscow, ... 32 7.2
gi | 18482913| gb| AF438165. 1] Canel pox virus M 96 from Kazakhs. . 32 7.2
gi | 19717929| gb| AY009089. 1] Can®l pox virus CM5, conplete genone 32 7.2
gi | 20152989 gh| AF482758. 1] Cowpox virus strain Brighton Red. 32 7.2
gi | 17529780| gh| AF380138. 1| AF380138 Mnkeypox virus strain Z... 32 7.2
gi | 262430| gb| S55844. 1| S55844 &IR...H/R [variola nmajor virus... 2 7.2



http://mkweb.bcgsc.ca/sars/TOR2_genome_shotgun_120403.fasta.gz

gi | 5830555| enb| Y16780. 1| VWY16780 variola mnor virus conpl... 32 7.2
gi | 1143670] enb| X76267. 1| WLBR Variola virus (Garcia-1966) L... 32 7.2
gi | 456758 enb| X69198. 1| WCGAA Variola virus DNA conplete ge... 32 7.2
gi | 62330] enb| X67119. 1] VWHINDQKH Variola virus (HndlI1-QK, ... 32 7.2
gi | 6969640]| gb] AF095689. 1| AF095689 Vaccinia virus (strain Ti... 32 7.2
gi | 2772662 gb| U94848. 1| U94848 Vaccinia virus strain Ankara,... 32 7.2
gi | 623595| gb| L22579. 1| VARCG Variola major virus (strain Ban... 32 7.2
gi | 335718| gh| KO2376. 1] VACMLG Vaccinia virus major |ate gene... 32 7.2
gi | 335580 gh| M67767. 1] VACCH1L Chi nese vaccinia virus L segne... 32 7.2
gi | 335317| gb] M35027. 1] VACCG Vaccini a virus, conplete genome 32 7.2
gi | 61387] enb] X01978. 1| PYHINLJ Vaccinia virus gene cluster w. .. 32 7.2
>SARS11. B21_A02_-_005. abl CHROVAT_FI LE: SARS11.B21_A02_-_005. abl PHD FILE
SARS11. B21_A02_-_005. abl. phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:01 2003
TEMPLATE: SARS11A02 DI RECTI ON: fwd
t gt gggt gggat at cct aagt gt gacagagccat gcct aacat gct t agg
ataatggcctctcttgttcttgct cgcaaacat aacacttgcetgtaactt
atcacaccgtttctacaggttagct aacgagt gt gcgcaagt att aagt g
agat ggt cat gt gt ggcggct cact at at gt t aaaccaggt ggaacat ca
t ccggt gat gcaact act gcct at gca

Score E
Sequences producing significant alignments: (bits) Val ue
gi | 292951| gb|] MB5169. 1| I BACGB Avi an infectious bronchitis vi... 42 0.007
gi | 331170| gb] M4356. 1| | BACRFAB Avi an infectious bronchitis ... 42 0.007
gi | 458734| enb| Z30541. 1| Al BVCG Avi an infectious bronchitis v... 42 0.007
gi | 14149032| enb| AJ311317.1| 1 BR311317 Avi an infectious bronc... 42 0.007
gi | 1418973| enb| 269629. 1| | BVCD61 | nfectious bronchitis virus... 42 0.007
gi | 12082738| gb|] AF304460. 1] AF304460 Hunan coronavi rus 229E, ... 38 0.12
gi | 59490] enb| X69721. 1| HCVORF1AB Hunman coronavirus 229E nmRNA. . . 38 0.12
gi | 4927034| gb| AF124991. 1| AF124991 Turkey coronavi rus RNA-di ... 38 0.12
gi | 29293452| gb| AY223860. 1| Avian infectious bronchitis viru... 36 0.46
gi | 17529670| gb| AF220295. 1] Bovi ne coronavirus strain Quebec... 34 1.8
gi | 18033971| gb| AF391542. 1| Bovi ne coronavirus isolate BCoV-... 34 1.8
gi | 15077808| gh|] AF391541. 1] Bovi ne coronavirus isolate BCoV-... 34 1.8
gi | 6625759| gb| AF201929. 1| AF201929 Murine hepatitis virus st... 34 1.8
gi | 7739593| gb| AF207902. 1| AF207902 Murine hepatitis virus st... 34 1.8
gi | 7769351 gb| AF208067. 1| AF208067 Murine hepatitis virus st... 34 1.8
gi | 2641127| gb| AF029248. 1| Mbuse hepatitis virus strain MHV-... 34 1.8
gi | 7769340| gb|] AF208066. 1| AF208066 Murine hepatitis virus st... 34 1.8
gi | 58974] enb| X51939. 1| COVHVPOL Mouse hepatitis virus RNA fo... 34 1.8
gi | 331851| gb] M65148. 1| MVHVGENE1 Muri ne coronavirus open read... 34 1.8
gi | 4927030| gb| AF124989. 1| AF124989 Human coronavirus (strain... 34 1.8
gi | 4927028| gb| AF124988. 1| AF124988 Porci ne hemaggl uti nating ... 34 1.8
gi | 4927022 gb| AF124985. 1| AF124985 Bovi ne coronavirus RNA-di. .. 34 1.8
gi | 29692106 gh| AY243312.1] Vaccinia virus strain WR, conple... 32 7.1
gi | 22595006| gh| AF362512. 1] Canpol eti s sonorensi s ichnovirus... 32 7.1
gi | 22123748| gb| AF012825. 2| Ectronelia virus strain Mscow, 32 7.1
gi | 18482913| gb| AF438165. 1] Canel pox virus M 96 from Kazakhs. .. 32 7.1
gi | 19717929| gb] AY009089. 1| Canel pox virus CMS, conpl ete genone 32 7.1
gi | 20152989 gh| AF482758. 1] Cowpox virus strain Brighton Red... 32 7.1
gi | 17529780| gh| AF380138. 1| AF380138 Monkeypox virus strain Z. .. 32 7.1
gi | 262430| gb| S55844. 1| S55844 &PR...H/R [variola major virus... 32 7.1
gi | 5830555| enb| Y16780. 1| VMVY16780 variola mnor virus conpl... 32 7.1
gi | 1143670| enb| X76267. 1| VWL8BR Variola virus (Garcia-1966) L... 32 7.1
gi | 456758 enb| X69198. 1| WCGAA Variola virus DNA conplete ge... 32 7.1




gi | 62330| enb] X67119. 1| VWHINDQKH Variola virus (H ndlI1-Q K,

gi | 6969640| gb| AF095689. 1| AF095689 Vaccinia virus (strain Ti..
gi | 4927026| gb| AF124987. 1| AF124987 Feline infectious periton..
gi | 2772662| gb] U94848. 1| U94848 Vaccinia virus strain Ankara,..
gi | 623595| gb| L22579. 1] VARCG Variola major virus (strain Ban..
gi | 335718| gb| K02376. 1] VACMLG Vaccinia virus major |ate gene..
gi | 335580| gb] M67767. 1| VACCHL Chi nese vaccinia virus L segne...

gi | 335317| gh| M35027. 1| VACCG Vaccini a virus, conplete genome

gi | 61387| enb| X01978. 1| PVYHI NLJ Vacci nia virus gene cluster w. ..

>SARS12. B21_A07_- _053. abl CHROVAT FILE: SARS12.B21_A07 - 053
SARS12. B21 A07_- 053.abl.phd.1 CHEM term DYE: big TIME Sat
TEMPLATE: SARS12A07 DI RECTION: fwd

t gt gggagggact at cct aagt gt gacagagccat gcct aacat gctt ag

gat aatggcctctcttgttcttgct cgcaaacat aacactt gct gt aact

tat cacaccgtttctacaggttagct aacgagt gt gcgcaagt at t aagt

gagat ggt cat gt gt ggcggct cact at at gt t aaaccaggt ggaacat c

at ccggt gat gcaact acct gcct at gca

Sequences producing significant alignnments:

gi | 12082738| gb| AF304460. 1| AF304460 Hunman cor onavi rus 229E
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gi | 59490] enb| X69721. 1] HCVORF1AB Human coronavirus 229E nRNA. .
gi | 292951| gb] MB5169. 1| I BACGB Avi an infectious bronchitis vi..
gi | 331170| gb] M4356. 1| | BAORFAB Avi an infectious bronchitis ...
gi | 458734| enb| Z30541. 1| AIBVCG Avi an infectious bronchitis v...
gi | 14149032| enb| AJ311317.1| 1 BR311317 Avi an infectious bronc..
gi | 1418973| enb| Z69629. 1| I BVCD61 I nfectious bronchitis virus..
gi | 4454355| enb| AJ011482. 1] TGA011482 Porcine transm ssible g..
gi | 13397900| enb| AJ271965. 2| TGA271965 Transm ssi bl e gastroen..
gi | 683720| enb| Z34093. 1| TGVPOLL Transmi ssi bl e gastroenteriti...
gi | 4927036| gb| AF124992. 1| AF124992 Porcine transm ssi bl e gas..
gi | 4927026| gb| AF124987. 1| AF124987 Feline infectious periton..
gi | 4927024| gb| AF124986. 1| AF124986 Cani ne coronavi rus RNA-di ..
gi | 29293452| gh| AY223860. 1] Avi an infectious bronchitis viru..
gi | 4927034| gb| AF124991. 1| AF124991 Turkey coronavirus RNA-di ..
gi | 4927032 gb| AF124990. 1| AF124990 Rat si al odacryoadenitis c..
gi | 6625759| gb| AF201929. 1| AF201929 Murine hepatitis virus st...
gi | 7739593]| gb| AF207902. 1| AF207902 Murine hepatitis virus st...
gi | 7769351]| gb| AF208067. 1| AF208067 Murine hepatitis virus st...
gi | 2641127| gb| AF029248. 1| Muse hepatitis virus strain MiV-...
gi | 7769340| gb| AF208066. 1| AF208066 Murine hepatitis virus st...
gi | 58974| enb| X51939. 1| COVHVPOL Mouse hepatitis virus RNA fo..
gi | 331851| gb] M55148. 1| VHVGENE1 Murine coronavi rus open read..
gi | 29692106] gh| AY243312.1] Vaccinia virus strain WR conple..
gi | 22595006| gh| AF362512. 1] Canpol eti s sonorensi s ichnovirus..

gi | 22123748| gb| AF012825. 2| Ectronelia virus strain Mscow,

gi | 18482913| gb| AF438165. 1| Canel pox virus M 96 from Kazakhs.
gi | 19717929| gb] AY009089. 1| Canel pox virus CMS, conpl ete genone

gi | 20152989| gh| AF482758. 1] Cowpox virus strain Brighton Red..
gi | 17529780| gh| AF380138. 1| AF380138 Monkeypox virus strain Z..
gi | 262430| gb| S55844. 1| S55844 PR ..H/R [variola major virus..
gi | 5830555| enb| Y16780. 1| VMVY16780 variola mnor virus conpl...
gi | 1143670| enb| X76267. 1| VWL8BR Variola virus (Garcia-1966) L..
gi | 456758 enb| X69198. 1| WCGAA Variola virus DNA conplete ge..
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gi | 62330] enb| X67119. 1| VWHI NDQKH Variola virus (Hndll1-Q K.

gi | 6969640| gb| AF095689. 1| AF095689 Vaccinia virus (strain Ti..

gi | 2772662| gb] U94848. 1| U94848 Vaccinia virus strain Ankara,

gi | 623595| gh| L22579. 1| VARCG Variola major virus (strain Ban..
gi | 335718| gh| K02376. 1] VACMLG Vaccinia virus major |ate gene..
gi | 335580| gb] M67767. 1| VACCHL Chi nese vaccinia virus L segne..

gi | 335317| gb] M35027. 1| VACCG Vacci nia virus, conplete genone

gi | 61387| enb| X01978. 1| PVYHI NLJ Vaccinia virus gene cluster w. ..
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>SARS12. B21_A08_-_065. abl CHROVAT_FI LE: SARS12. B21_A08_-_065.abl PHD FILE
Apr 12 12:11:01 2003

SARS12. B21_A08_-_065. abl. phd.1 CHEM term DYE: big TIME Sat
TEMPLATE: SARS12A08 DI RECTI ON: fwd

ct agaat gct acct ct agggcagcttcccgt aggtt ct cct acaaaaacg

cct aaaaagct cat accaaaggtt acgagaccgat caagccgcaggct aa

aagcggat t cat at ccaagagcat t aagct aaat cccgccgccat agcat

caat gcttgtagcaattgcaagggttagcatcaatttattcgtaattttt
tgaatttcttcttcgaggttctcttgcatactttcatacaccattttggc

accgat at t gacggagt ct acgt cat agctgtttcctga

Sequences producing significant alignments:

gi | 17529670| gb| AF220295. 1| Bovi ne coronavi rus strain Quebec..
gi | 323354| gb| ML6620. 1| COBORF3E Bovi ne coronavirus matrix pr..
gi | 18033971| gb| AF391542. 1] Bovi ne coronavirus isolate BCoV-...
gi | 15077808| gh|] AF391541. 1] Bovi ne coronavirus isol ate BCoV-..
gi | 210700| gb|] M36656. 1| BECNA Bovi ne coronavirus nucl eocapsi d..
gi | 6706935| gb| AF058944. 1| AF058944 Bovi ne coronavirus strain..
gi | 6706924| gb| AF058943. 1| AF058943 Bovi ne coronavirus strain..
gi | 6706913| gb| AF058942. 1| AF058942 Bovi ne coronavirus strain..
gi | 23295758 gh| AY078417.1] Porci ne hemaggl uti nati ng encepha..
gi | 21734847| gb| AF481863. 1] Porci ne henaggl uti nati ng encepha..
gi | 2852336| gb| AF034622. 1| AF034622 Tobacco rattle virus RNA ...
gi | 4138620]| enb| 297357. 1| TRVCOAT Tobacco rattle virus RNA en..
gi | 2746233| gb| AF037218. 1| AF037218 Human herpesvirus 7 strai..

gi | 1236880]| gb| U43400. 1| HHU43400 Human her pesvi rus-7 (HHV7)

gi | 695172| gb] U20824. 1| EHVU20824 Equi ne herpesvirus 2, conpl..
gi | 22347652| gb| AF531173.1] doning vector pDblet, conplete ..
gi | 21389146| gb| AF406990. 1| Tobacco rattle virus segment RNA. ..
gi | 215210| gb] ML2465. 1| ML3BLACMJT Bact eri ophage ML3 npl0 nuta..
gi | 16751757| gb|] AF440571. 1| AF440571 Sul f ol obus i sl andi cus fi...
gi | 2852332| gb| AF034621. 1| AF034621 Tobacco rattle virus RNA2..
gi | 12034858| gh| AF314165. 1| AF314165 Tobacco rattle virus str...
gi | 5714670 gb| AF166084. 1| AF166084 Tobacco rattle virus RNAL..
gi | 28170640| enb| AJ537513. 1] SYN537513 Synthetic construct pl..
gi | 28170643| enb| AJ537514. 1] SYN537514 Synthetic construct pl..
gi | 7649317| enb| AJ250488. 1| TRA250488 tobacco rattle virus cp..

gi | 62132]| enb| X06172. 1| TOTRRNA1 Tobacco Rattle virus (TRV) R
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gi | 8346640| enb| AJ401050. 1| AVE401050 Artificial vector pLoxCat4 34

gi | 8346637| enb| AJ401049. 1| AVE401049 Artificial vector pLoxKan2 34

gi | 8346634 enb| AJ401048. 1| AVE401048 Artificial vector pLoxGe

n4 34

gi | 8346631| enb| AJ401047. 1| AVE401047 Artificial vector pLoxCat2 34

gi | 11061119| enb| AJ403984. 1| CVE403984 C oni ng vect or pBPSKan2
gi | 11061113] enb| AJ403983. 1| CVE403983 d oni ng vect or pBPSGen4
gi | 11061106| enb| AJ403982. 1| CVE403982 d oni ng vector pBPSCat 2
gi | 7981030| enb| AJ277959. 1| CVE277959 C oni ng vector pHS4, | u.
gi | 14571750] enb| YO7862. 2] PEAVGEN d oni ng vector pEAVO30 con

34
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. 34

. 34

E
Val ue
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gi | 15982218| enb| AJ311874. 1| CVE311874 doning vector pHELLSGATE 34 2.3
gi | 15982216| enb| AJ311873. 1| CVE311873 C oni ng vector pKANNI BAL 34 2.3
gi | 15982214| enb| AJ311872. 1] CVE311872 C oni ng vector pHANN BAL 34 2.3
gi | 222133| dbj | D00155. 1| MTRRNA1 Tobacco rattle virus RNA-1, ... 34 2.3
gi | 312367| enb| X70493. 1| BML3LACZM Bact eri ophage ML3npl8 | acZ. .. 34 2.3
gi | 520996| enb| Z35638. 1| BPLYSPR Bact eri ophage phi - X174 genes. .. 34 2.3
gi | 1913924| enb| X86562. 1| BMB78SPR Bact eri ophage MB78 strong ... 34 2.3
gi | 208035| gh] Mr7811. 1| SYNBLUEV Bl ueScri be cl oni ng vector 34 2.3
gi | 310831 gh| M7r7690. 1] SYNPUCOCPL ML3nmp9/ pUC9 cl oni ng vect or 34 2.3
gi | 310826| gb] M77689. 1| SYNPUCBCPL ML3nmp8/ pUC8 cl oni ng vect or 34 2.3
gi | 2501752 gb| U66885. 1| BLU66885 Bact eri ophage | anbda beta-1I. .. 34 2.3
gi | 251080| gb] S39527. 1| S39527 Coxsacki evirus B3 pol yprotein ... 34 2.3
gi | 22773824| dbj | AB081723. 1] Norwal k-1ike virus genomc RNA ... 34 2.3
gi | 215052| gb| ML9348. 1| H44HLR Bact eri ophage H4489A (from S. p. .. 34 2.3
gi | 13094134| dbj | AB038599.1] doning vector pPV2 DNA, comple... 34 2.3
gi | 13094141]| dbj | AB038602.1] doning vector pLCPVRGNR104 DNA... 34 2.3
gi | 13094139| dbj | AB038601. 1| d oning vector pLCPV101 DNA, co... 34 2.3
gi | 13094136| dbj | AB038600. 1] C oning vector pPVLUC441 DNA, c... 34 2.3
gi | 903579| gb| U27974. 1| SVU27974 Stealth virus clone C16290 T7 34 2.3
gi | 19572286| enb| AJ438949. 1] ECO438949 d oni ng vector pHK11-h... 34 2.3
gi | 19572284| enb| AJ438948. 1] ECO438948 C oni ng vector pHK10-h. .. 34 2.3
gi | 19572273| enb| AJ431691. 1| ECI431691 C oni ng vect or pHK9-hygro 34 2.3
gi | 330888| gb] ML9966. 1| HSEGLY13A Equi ne herpesvirus type 1 (... 34 2.3
gi | 215211| gb] J02462. 1| MLBMP2FS Bact eri ophage ML3np2, lacZ i... 34 2.3
gi | 6983827| enb| AJ272198. 1] TRA272198 Tobacco rattle virus (T... 34 2.3
gi | 28539242| gh| AY129733.1] Sandfly fever Naples virus strai... 32 9.2
gi | 9652318 gb| AF284504. 1| G ass carp henorrhagi c virus segm.. 32 9.2
gi | 23379192| gb| AY055382. 1| Sal nonel | a typhi muri um phage ST6... 32 9.2
gi | 22726511| gb| AF418014. 1] Australian bat |yssavirus, conpl... 32 9.2
gi | 22128466| gb| AF403406. 1] Gol den shi ner reovirus segnent 9... 32 9.2
gi | 22128443| gb| AF403395.1] Grass carp reovirus strain GCRV-... 32 9.2
gi | 21905178| gh| AE014164. 1] Streptococcus pyogenes MGAS315, ... 32 9.2
gi | 21666278| gb| AF389082. 1| Cucurbit yell ow stunting disorde... 32 9.2
gi | 5052992| gb| AF153322. 1| AF153322 TT virus isolate hair2 pu... 32 9.2
gi | 4101711| gb] AF006497. 1| AF006497 Australian bat |yssavirus... 32 9.2
gi | 1857115| gb| U63727. 1] TRU63727 Tobacco rattle virus 16 kbDa... 32 9.2
gi | 332219| gb] J04347. 1| PPNCPSA Tobacco Rattle virus coat pro... 32 9.2
gi | 217761| dbj | D00624. 1| BCP1 Bact eri ophage Chpl genome DNA, ... 32 9.2
>SARS12. B21_B07_-_061. abl CHROVAT_FI LE: SARS12.B21_B07_-_061. abl PHD FILE
SARS12. B21_B07_-_061. abl. phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:01 2003
TEMPLATE: SARS12B07 DI RECTION. fwd
t gat ggagggact at cct aat gt gacagagcct gcct aacat gctt agga
taatggcctctcttgttcttgetcgcaaacataacacttgectgtaactta
t cacaccgtttctacaggttagctaacgagt gt gcgcaagt att aagt ga
gat ggt cat gt gt ggcggct cact at at gt t aaaccaggt ggaacat cat
ccggt gat gcacaact t ggcct at gca

Score E
Sequences produci ng significant alignments: (bits) Value
gi | 6625759| gb| AF201929. 1| AF201929 Murine hepatitis virus st... 34 1.8
gi | 7739593]| gb| AF207902. 1| AF207902 Murine hepatitis virus st... 34 1.8
gi | 7769351 gb| AF208067. 1| AF208067 Murine hepatitis virus st... 34 1.8
gi | 2641127| gb| AF029248. 1| Muse hepatitis virus strain MiV-... 34 1.8
gi | 7769340]| gb| AF208066. 1| AF208066 Murine hepatitis virus st... 34 1.8
gi | 58974] enb| X51939. 1| COVHVPOL Mouse hepatitis virus RNA fo... 34 1.8




gi | 331851 gb] M65148. 1| VHVGENE1 Muri ne coronavi rus open read.. . 34 1.
gi | 29692106 gb| AY243312.1] Vaccinia virus strain WR, conple... 32 7.
gi | 22595006| gb| AF362512. 1] Canpol eti s sonorensi s ichnovirus... 32 7
gi | 22123748| gb| AF012825. 2| Ectronelia virus strain Mscow, ... 32 7
gi | 18482913| gh| AF438165. 1] Canel pox virus M 96 from Kazakhs. .. 32 7
gi | 19717929| gb| AY009089. 1] Can®l pox virus CMS, conpl ete genone 32 7.
gi | 20152989| gh| AF482758. 1] Cowpox virus strain Brighton Red... 32 7.
gi | 17529780| gb| AF380138. 1| AF380138 Monkeypox virus strain Z. .. 32 7.
gi | 262430| gh| S55844. 1| S55844 &R...H/R [variola major virus... 32 7
gi | 5830555| enb| Y16780. 1| VMVY16780 variola mnor virus conpl... 32 7
gi | 1143670] enb| X76267. 1| WLBR Variola virus (Garcia-1966) L... 32 7.
gi | 456758| enb| X69198. 1| VWCGAA Variola virus DNA conplete ge... 32 7
gi | 62330] enb| X67119. 1] VWHINDQKH Variola virus (HndlI1-QK, ... 32 7.
gi | 6969640]| gb] AF095689. 1| AF095689 Vaccinia virus (strain Ti... 32 7
gi | 2772662| gb| U94848. 1| U94848 Vaccinia virus strain Ankara,... 32 7.
gi | 623595| gb| L22579. 1] VARCG Variola major virus (strain Ban... 32 7.
gi | 451119 gb| L27777. 1] HPSGRPROS Sin Nonbre virus (ND H21) G .. 32 7.
gi | 335718| gh| KO2376. 1] VACMLG Vaccinia virus major |ate gene... 32 7.
gi | 335580| gb] M67767. 1| VACCHL Chi nese vaccinia virus L segne... 32 7.
gi | 335317| gb] M35027. 1| VACCG Vacci nia virus, conplete genone 32 7
gi | 61387] enb] X01978. 1| PYHINLJ Vaccinia virus gene cluster w. .. 32 7.

>SARS12. B21_B08_-_073. abl CHROVAT_FI LE: SARS12.B21_B08_-_073. abl PHD FILE

RPRRRPRRPRPRPRRRPRRPRPRPRRRREREPRERRL®

SARS12. B21_B08_-_073.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:01 2003
TEMPLATE: SARS12B08 DI RECTI ON: fwd
ccagaaat gcacct ct aggccagcttcccgt aagttttcct acaaaaacg
cct aaaaagct cat accaaaggt t acgagaccgat caagccgcaggct aa
aagcggat t cat at ccaagagcat t aagct aaat cccgccgccat agcat
caat gcttgtagcaattgcaagggttagcatcaatttattcgtaattttt
tgaatttcttcttcgaggttctcttgcatactttcatacaccattttggc
accgatattgacggagtctacgtcatagctgtttcctga

Score E
Sequences producing significant alignments: (bits) Val ue
gi | 17529670| gb| AF220295. 1| Bovi ne coronavirus strain Quebec... 46  6e-04
gi | 323354| gh| ML6620. 1| COBORF3E Bovi ne coronavirus matrix pr... 46  6e-04
gi | 18033971| gh|] AF391542. 1] Bovi ne coronavirus isolate BCoV-... 42 0.010
gi | 15077808| gh|] AF391541. 1] Bovi ne coronavirus isolate BCoV-... 42 0.010
gi | 210700| gb] M36656. 1| BECNA Bovi ne coronavi rus nucl eocapsid. .. 38 0.15
gi | 6706935| gb| AF058944. 1| AF058944 Bovi ne coronavirus strain... 38 0.15
gi | 6706924| gb| AF058943. 1| AF058943 Bovi ne coronavirus strain... 38 0.15
gi | 6706913| gb| AF058942. 1| AF058942 Bovi ne coronavirus strain... 38 0.15
gi | 23295758| gh| AY078417.1] Porci ne henmaggl uti nati ng encepha. .. 36 0.59
gi | 21734847| gb| AF481863. 1] Porci ne hemaggl uti nati ng encepha. .. 36 0.59
gi | 2852336]| gb| AF034622. 1| AF034622 Tobacco rattle virus RNA ... 36 0.59
gi | 4138620| enb| 297357. 1| TRVCOAT Tobacco rattle virus RNA en... 36 0.59
gi | 2746233 gb| AF037218. 1| AF037218 Human herpesvirus 7 strai... 36 0.59
gi | 1236880| gb| U43400. 1| HHU43400 Human her pesvirus-7 (HHV7) ... 36 0.59
gi | 695172| gb] U20824. 1| EHVU20824 Equi ne herpesvirus 2, conpl... 36 0.59
gi | 22347652| gh| AF531173.1] dC oning vector pDblet, conplete ... 34 2.3
gi | 21389146| gb| AF406990. 1| Tobacco rattle virus segment RNA. .. 34 2.3
gi | 215210| gb| ML2465. 1] MLBLACMUT Bact eri ophage ML3 npl0 nuta. .. 34 2.3




gi | 16751757| gb| AF440571. 1| AF440571 Sul f ol obus i sl andi cus fi...
gi | 2852332| gh| AF034621. 1| AF034621 Tobacco rattle virus RNA2..
gi | 12034858| gh| AF314165. 1| AF314165 Tobacco rattle virus str...
gi | 5714670| gb] AF166084. 1| AF166084 Tobacco rattle virus RNAL..
gi | 28170640| enb| AJ537513. 1] SYN537513 Synthetic construct pl..
gi | 28170643| enb| AJ537514. 1| SYN537514 Synthetic construct pl..

gi | 7649317| enb| AJ250488. 1| TRA250488

t obacc

orattle virus cp..

gi | 62132]| enb| X06172. 1| TOTRRNA1 Tobacco Rattle virus (TRV) R.

gi | 8346640| enb| AJ401050. 1| AVE401050
gi | 8346637| enb| AJ401049. 1| AVE401049
gi | 8346634| enb| AJ401048. 1| AVE401048
gi | 8346631| enb| AJ401047. 1| AVE401047

Artifi
Artifi
Artifi
Artifi

gi | 11061119] enb| AJ403984. 1| CVE403984 d oni

gi | 11061113| enb| AJ403983. 1| CVE403983 d oni

gi | 11061106| enb| AJ403982. 1| CVE403982 d on

cial vector pLoxCat4
cial vector pLoxKan2
cial vector pLoxGen4
cial vector pLoxCat?2
ng vector pBPSKan2
ng vector pBPSCGen4
ng vector pBPSCat 2

gi | 7981030| enb| AJ277959. 1| CVE277959 C oni ng vector pHS4, |u..
gi | 14571750| enb| YO7862. 2| PEAVGEN O oni ng vector pEAV0O30 con..
gi | 15982218| enb| AJ311874. 1| CVE311874 C oni ng vector pHELLSGATE

gi | 15982216| enb| AJ311873. 1| CVE311873 O oning vect or pKANNI BAL

gi | 15982214| enb| AJ311872. 1| CVE311872 d oning vector pHANNI BAL

gi | 222133| dbj | D00155. 1] MTRRNA1 Tobacco rattle virus RNA-1, ..
gi | 312367| enb| X70493. 1| BML3BLACZM Bact eri ophage ML3npl8 | acZ..
gi | 520996| enb| Z35638. 1| BPLYSPR Bact eri ophage phi - X174 genes. .

gi | 1913924 enb| X86562. 1| BMB78SPR Bact eri ophage MB78 strong ..

gi | 208035| gb| Mr7811. 1| SYNBLUEV Bl ueScri be cl oni ng vector
gi | 310831| gb] M77690. 1| SYNPUCOCPL ML3mp9/ pUC9 cl oni ng vect or
gi | 310826| gb| M7r7689. 1] SYNPUCBCPL ML3np8/ pUC8 cl oni ng vect or

gi | 2501752| gb| U66885. 1| BLU66885 Bact eri ophage | anbda beta-| ..
gi | 251080| gb| S39527. 1| S39527 Coxsacki evirus B3 pol yprotein ..
gi | 22773824| dbj | AB081723. 1] Norwal k-1ike virus genom c RNA, ..
gi | 215052| gb] ML9348. 1| H44HLR Bact eri ophage H4489A (from S. p..
gi | 13094134| dbj | AB038599. 1| d oning vector pPV2 DNA, conple..
gi | 13094141]| dbj | AB038602. 1] doning vector pLCPVRGNR1I04 DNA...
gi | 13094139| dbj | ABO38601.1] doning vector pLCPV101 DNA, co..
gi | 13094136| dbj | AB038600. 1] C oning vector pPVLUC441 DNA, c..

gi | 903579| gb] U27974. 1] SVU27974 Stealth virus clone C16290 T7

gi | 19572286| enb| AJ438949. 1| EC438949 d oni ng vector pHK11-h..

gi | 19572284| enb| AJ438948. 1| ECD438948 d oni ng vector pHK10-h..

gi | 19572273| enb| AJ431691. 1| ECO431691 d oni ng vector pHK9- hygro

gi | 330888 gh|] ML9966. 1| HSEGLY13A Equi ne herpesvirus type 1 (...
gi | 215211| gb] J02462. 1| MLBMP2FS Bact eri ophage ML3np2, lacZ i..
gi | 6983827| enb| AJ272198. 1| TRA272198 Tobacco rattle virus (T..

gi | 28539242| gb| AY129733.1] Sandfly fever

Napl es virus strai..

gi | 23379192| gh| AY055382. 1| Sal nonel | a typhi muri um phage ST6..
gi | 22726511| gb| AF418014. 1| Australian bat
gi | 21905178| gh|] AE014164.1] Streptococcus pyogenes MGAS315, ...
gi | 21666278| gh| AF389082. 1] Cucurbit yellow stunting disorde..

| yssavirus, conpl...

gi | 5052992| gb| AF153322. 1| AF153322 TT virus isolate hair2 pu..
gi | 4101711| gb] AF006497. 1| AF0O06497 Australian bat |yssavirus..
gi | 1857115| gb| U63727. 1| TRU63727 Tobacco rattle virus 16 kDa..
gi | 332219| gb] J04347. 1| PPNCPSA Tobacco Rattle virus coat pro..

gi | 217761| dbj | D00624. 1] BCP1 Bact eri ophage Chpl genome DNA
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>SARS12. B21_C08_-_066. abl CHROVAT_FI LE: SARS12.B21_C08_-_066.abl PHD FILE
SARS12. B21_C08_- 066. abl. phd.1 CHEM term DYE: big TIME: Sat Apr 12 12:11:01 2003
TEMPLATE: SARS12C08 DI RECTI ON: fwd

gcacct ct aggccagcttcccgt aggttct cct acaaaaacgcct agaga

aagct cat accaaaggtt acgagaccgat caagccgcaggct aaaagcgg

at t cat at ccaagagcat t aagct aaat cccgccgct cat agcat caatg
cttgtagcaattgcaagggttagcatcaatttattcgaaattttttgaat
ttcttcttcgaggctctcttgcatactttcatacaccattttggcaccga

t att gacggagt ct acgt cat agct gt tt cct gannnnnnnnnnnnnnnn
nnnnncnncnnnnnnncnggt nnt cccttctccccecgtcgttcccgecac

cctcacct ccgctccccgecaccct acacccccgaccat aacct acgcect

atctct ccctacgaccct cccccacaact ct cccggccaact acat ccac

cctccgcat ccccaggcet gacccat acccccacacct gcgecttcgetttce

cact at ccaact cat ccccggggcgcct acaagccgt cgt gccaccat ga
ttggcgccgagcccccccact cacact cct cagt gacagt ct acaccacg
gctccccagcgcect cgt gacct ccgcet at cgctt gcgeccagt cccacttc
accccccttccccactccgeccctttccctccact cgt cacccagcecctg

cccccegtagt gceccgt cacttact cccct gcccgcact cat caccttccg

cccatccgttaccg

Score E
Sequences produci ng significant alignments: (bits) Val ue
gi | 17529670| gh|] AF220295. 1] Bovi ne coronavirus strain Quebec... 46 0.002
gi | 323354| gb] ML6620. 1| COBORF3E Bovi ne coronavirus matrix pr... 46 0.002
gi | 18033971| gh| AF391542. 1] Bovi ne coronavirus isolate BCoV-... 42 0.026
gi | 15077808| gb| AF391541. 1] Bovi ne coronavirus isolate BCoV-... 42 0.026
gi | 210700| gb|] M36656. 1| BECNA Bovi ne coronavi rus nucl eocapsid. . . 38 0.41
gi | 7242506| enb| AJ276480. 1] CMO276480 Cucunber npsaic virus s... 38 0.41
gi | 25809281| enb| AJ517801. 1] CMXB17801 Cucunber npsaic virus ... 38 0.41
gi | 25173581| enb| AJ511989. 1| CMXb11989 Cucunber nosaic virus ... 38 0.41
gi | 3319657| enb| AJ006989. 1| CWAJ6989 Cucunber npbsaic virus s... 38 0.41
gi | 222035| dbj | D00355. 1| MCVRN2  Cucunber nosaic virus gene fo... 38 0.41
gi | 28804718| dbj | AB096214. 1| Cucunber nosaic virus genes for... 38 0.41
gi | 222039| dbj | D12538. 1| MCVYRNA2  Cucunber nopsaic virus segme.. . 38 0.41
gi | 6706935]| gb| AF058944. 1| AF058944 Bovi ne coronavirus strain... 38 0.41
gi | 6706924| gb| AF058943. 1| AF058943 Bovi ne coronavirus strain... 38 0.41
gi | 6706913| gb| AF058942. 1| AF058942 Bovi ne coronavirus strain... 38 0.41
gi | 7768906]| dbj | AB042293. 1] Cucunber nosaic virus | A-2a gene... 38 0.41
gi | 1483178| dbj | D86613. 1| Cucunber nosai c virus genom c RNA ... 38 0.41
gi | 222033| dbj | D10209. 1| MCVORNA2  Cucunber nosaic virus (CW). .. 38 0.41
gi | 1518861| gh| U66287. 1| CMJ66287 Cucunber npsaic virus 2a pr... 38 0.41
gi | 1507729| gb| U64435. 1| CMJ64435 Cucunber nosaic virus 2a pr... 38 0.41
gi | 1398938| gb| U59740. 1] CMJ59740 Cucunber npsaic virus repli... 38 0.41
gi | 23295758| gh| AY078417.1] Porci ne hemaggl uti nati ng encepha. .. 36 1.6
gi | 21734847| gb| AF481863. 1] Porci ne henmaggl uti nati ng encepha. .. 36 1.6
gi | 21616617| gb| AF459438. 1] Hepatitis E virus fromNorth Ind... 36 1.6
gi | 19879447| gb| AY064172.1| Bovi ne herpesvirus 5 Us9 protein... 36 1.6
gi | 10336832| gh| AF185822. 1| AF185822 Hepatitis E virus nonstr... 36 1.6
gi | 4587639| gb| AF028091. 2| AF028091 Hepatitis E virus nonstru... 36 1.6
gi | 12711849| gh| AF076239. 3| AF076239 Hepatitis E virus fromH. .. 36 1.6
gi | 330023| gb|] Mr3218. 1| HPESVP Hepatitis E structural and non... 36 1.6
gi | 1480238| enb| X99441. 1| HEVORFS Hepatitis E virus ORFl, ORF... 36 1.6
gi | 2746233| gb| AF037218. 1| AF037218 Human herpesvirus 7 strai.. . 36 1.6
gi | 4033730| gb] AF051830. 1| AF051830 Hepatitis E virus strain ... 36 1.6
gi | 1236880] gb| U43400. 1| HHU43400 Hunman her pesvirus-7 (HHV7) ... 36 1.6




gi | 695172| gb] U20824. 1| EHVU20824 Equi ne herpesvirus 2, conpl... 36 1.6
gi | 1437484| dbj | D11093. 1| HPEUI GH Hepatitis E virus conplete ... 36 1.6
gi | 221704| dbj | D10330. 1] HPEHEV Hepatitis E virus genom c RNA 36 1.6
gi | 1209363| gb| MP4177. 1| HPCEGENOM Hepataitis E virus conplet... 36 1.6
gi | 330001] gb| LO8816. 1] HPEGENSA Hepatitis E virus ORF1l, ORF2... 36 1.6
gi | 22347652| gh|] AF531173.1] doning vector pDblet, conplete ... 34 6.4
gi | 21666278| gb| AF389082. 1| Cucurbit yell ow stunting disorde... 34 6.4
gi | 215210 gb] ML2465. 1| ML3BLACMJUT Bact eri ophage ML3 npl0 nuta.. . 34 6.4
gi | 28170640| enmb| AJ537513. 1| SYN537513 Synthetic construct pl... 34 6.4
gi | 28170643| enb| AJ537514. 1] SYN537514 Synthetic construct pl... 34 6.4
gi | 18650775| enb| AJ276589. 1] CMR76589 Cucunber npsaic virus ... 34 6.4
gi | 18650763| enb| AJ276583. 1| CMR276583 Cucunber npsaic virus ... 34 6.4
gi | 8346640| enb| AJ401050. 1| AVE401050 Artificial vector pLoxCat4 34 6.4
gi | 8346637| enb| AJ401049. 1| AVE401049 Artificial vector pLoxKan2 34 6.4
gi | 8346634| enb| AJ401048. 1| AVE401048 Artificial vector pLoxGen4d 34 6.4
gi | 8346631| enb| AJ401047. 1| AVE401047 Artificial vector pLoxCat2 34 6.4
gi | 11061119| enb| AJ403984. 1| CVE403984 Cl oni ng vect or pBPSKan2 34 6.4
gi | 11061113| enb| AJ403983. 1| CVE403983 d oni ng vector pBPSGen4 34 6.4
gi | 11061106| enb| AJ403982. 1| CVE403982 d oni ng vector pBPSCat 2 34 6.4
gi | 7981030] enb| AJ277959. 1| CVE277959 d oning vector pHS4, lu... 34 6.4
gi | 14571750] enb| YO7862. 2] PEAVGEN C oni ng vector pEAVO30 con... 34 6.4
gi | 15982218| enb| AJ311874. 1| CVE311874 dC oning vector pHELLSGATE 34 6.4
gi | 15982216| enb| AJ311873. 1] CVE311873 C oni ng vector pKANNI BAL 34 6.4
gi | 15982214| enb| AJ311872. 1] CVE311872 C oni ng vector pHANN BAL 34 6.4
gi | 312367] enb| X70493. 1] BML3LACZM Bact eri ophage ML3npl18 | acZ. .. 34 6.4
gi | 520996| enb| Z35638. 1| BPLYSPR Bact eri ophage phi- X174 genes. .. 34 6.4
gi | 1913924| enb| X86562. 1| BMB78SPR Bact eri ophage MB78 strong ... 34 6.4
gi | 208035| gb] Mr7811. 1| SYNBLUEV Bl ueScri be cl oning vector 34 6.4
gi | 310831| gb] M77690. 1| SYNPUCOCPL ML3mp9/ pUC9 cl oni ng vect or 34 6.4
gi | 310826] gb] M77689. 1] SYNPUCBCPL ML3np8/ pUC8 cl oni ng vect or 34 6.4
gi | 2501752 gb| U66885. 1| BLU66885 Bact eri ophage | anbda beta-1I. .. 34 6.4
gi | 251080| gb| S39527. 1| S39527 Coxsacki evirus B3 polyprotein ... 34 6.4
gi | 215052| gb| ML9348. 1| H44HLR Bact eri ophage H4489A (from S.p... 34 6.4
gi | 13094134| dbj | AB038599.1] doning vector pPV2 DNA, comple... 34 6.4
gi | 13094141| dbj | AB038602. 1] C oning vector pLCPVRGNRL04 DNA. .. 34 6.4
gi | 13094139| dbj | AB0O38601.1] doning vector pLCPV101 DNA, co... 34 6.4
gi | 13094136]| dbj | AB038600.1] doning vector pPVLUC4A41 DNA, c... 34 6.4
gi | 903579| gb] U27974. 1| SVU27974 Stealth virus clone C16290 T7 34 6.4
gi | 19572286| enb| AJ438949. 1| ECD438949 d oni ng vector pHK11-h... 34 6.4
gi | 19572284| enb| AJ438948. 1] ECO438948 d oni ng vector pHK10-h. .. 34 6.4
gi | 19572273] enb| AJ431691. 1] ECO431691 d oni ng vector pHK9-hygro 34 6.4
gi | 330888| ghb|] ML9966. 1| HSEGLY13A Equi ne herpesvirus type 1 (... 34 6.4
gi | 215211| gb] J02462. 1| MLBMP2FS Bact eri ophage ML3np2, lacZ i... 34 6.4

>SARS211. B21_AO01_- 015.abl CHROVAT_FILE: SARS211.B21 A01_-_015.abl PHD FI LE:
SARS211.B21 _A01 - 015.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:04 2003
TEMPLATE: SARS211A01 DI RECTION: fwd

gat aact ccttagggcgattgatttagcggccgcgaattcgecccttaatt

cgcggccgcegt cgacctccttttagat gctcttgnggnt ctt gct gcaag

nnngat gacctt gact ct gagccagtt ct caagggt gt caaattacatta

cacat aaacgaacttatggatttgtttatgagattttttactcttagatc

aattact gcacagccagt aaaaatt gacaat gcttctcct gcaagtactg

ttcat gct acagcaacgat accgct acaagcct cactccctttcggat gg
cttgttattggcgttgcatttcttgctgtttttcagagcgct accaaaat

aatt gcgct caat aaaagat ggcagct agccct tt at aagggctt ccagt
tcatttgcaatttactgctgctatttgttaccatctattcacatcttttg
cttgtcgctgcaggt at ggaggcgcaatttttgtacctctatgccttgat



atattttctacaat gcat caacgcat gt agaat t att at gagat gt t ggc
tttgttggaagt gcaaat ccaagaacccattacttt at gat gccaact ac
tttgtttgctggcacacacat aact at gact act gt at accat at aacag
t gt cacagat acaat t gt cgt t act gaaggt gacggcat t t caacaccaa
aact caaagaagact accaaat t ggt gggt at t ct gaggat aggcact ca
ggt gt t aaagact att gccgt gt acat gggt atttt caccgaagttacta
ccagct t gagt ct acccaaat t act accgaccccggaat t gaaaat gct a
cattcttcatctttaacaagct ggttaagaccccccgaagggt aaat aac
acacaat cgacgcttcttcaggagttttct aat ccagcaat ggaat ccaa
ttttat gat gaggccgacgacgacacct acgggggcect t t gaaaaacaaa
aaaaagggggaaccaaact ttt at ggaaccccattcggtttttggaaaaa
aaaacagggaccaccaaaaaagt aaaacagggaaccttctttttttttgg
ttttccgt ggggaatt ct ct ggt aagcacaacct aagccct ct cctt aac
tggccctttcggatt ggt gt gggcggcagegggt ggacaatatttttttt
aat aggggcaggtt aa

Query=
(1216 letters)

Dat abase: All GenBank+EMBL+DDBJ+PDB sequences (but no EST, STS,
GSS, or phase 0, 1 or 2 HIGS sequences)
1, 731,999 sequences; 8,097,511,182 total letters

If you have any problens or questions with the results of this search
pl ease refer to the BLAST FAGs

No significant simlarity found.

Sonething is very odd with the above sequence of DNA. There is no identification
of this DNA as any virus at all

>SARS211. B21 A02 - 015.abl CHROVAT FILE: SARS211.B21 A02 - 015.abl PHD FILE:
SARS211.B21_A02_ - _015.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11: 04 2003
TEMPLATE: SARS211A02 DI RECTION: fwd

aaaaact act t at aggggcgat t gaat t t agcggccgcgaat t cgccct t
aat t cgcggccgegt cgacgeccct tt gagt ct ggat acatt gttt ccag
t agaat at at gcgccaagct ggt gt gagt t gat ct gcat gaat t gct gt a
gaaacat cagt gcagt t aacat ct t gat at agaacagcaact t cagat ga
agcatttgttccaggt gt aattacacttacacccccaaaagcgcaaggt g
aaat gt ctaatatttcagat gttttaggatct cgaacggaat cagt gaaa
t cagaaacat cacggccaaat t gt t gaaat ggt t gaaat ct ct t t gaaga
aggagt t aacacaccagt accagt gagt ccat t aaaat t aaaat t gacac
act ggttctt aat aaggt cagt ggat aat ttt ggt ccacaaaccgt ggcc
ggt gcat t t aaaagt t caaaggaaagt act acaact ct gt aaggt t ggt a
gccaat gccagt agt ggt gt aaaaaccat aat cat t t aat ggccaat aac
aat t aagagcaggt ggggt gcaaggt t t gccat caggggagaaaggcaca
ttacat at gt ct ct ct caaagggcct aagct t gccat gt ct aagat acct
atatttataattataattaccagttgaagtaccatcaatgttcctagt at
t ccaagcaaggacaccaacccat gaaat cat ct ggcaattt at aattata
at caccaat aacaccagttttgccctggcgetatttgtcttacat catct
cccctt gact accaaaagaat ct gcat agacat t ggaaaaacaaagat ca
tt caact aagt ggcacaaacccct t aaccct tt aaagggt gaaaaaaat g
gt gagt t gt aaaagcacagagt aat ccagcaacccaatt aaaaatttttt
tttcccccecct ggat aaaaccaaaagggaat t t aat aacaat t aaaaac



ct cccccaaagggacccaaagtttgtatttttaagggaaat ctccccecca
cctcccectt ggagggaaaaaaccccggaaat t at aaagggcect gggaaa
aattcccttcttcccacaccccaacagcctcctttacccaaaaccctttt
ggat ct cccgccaaaggggggcaat tttttaggaaacaaaaccaaccccce
cccecccecggegggetttggecccaccctttttctccect caaaacccettt

ggacgcaatasasaagggggg

Score E
Sequences producing significant alignnments: (bits) Val ue
gi | 7258529| enb| AJ389778. 1| H M389778 Hunman i mmunodefi ciency ... 38 0.69
gi | 333086| gh|] M22961. 1| PPHDELCG Human papil |l omavirus type 5 ... 36 2.7
gi | 15042158 gh|] AF303741. 1| AF303741 Chilo iridescent virus c... 36 2.7
gi | 333071| gb] ML7463. 1| PPHSCG Hurman papi | | onpavirus type 5, ... 36 2.7
gi | 9944523 gb| AF250284. 1| AF250284 Ansacta nporei ent onppoxv. . . 36 2.7
gi | 1707653| enb| Y09630. 1| PDVREP Phoci ne di stenmper virus nRNA. .. 36 2.7
gi | 450694| enb| X71982. 1| ASFV55KB African swine fever virus 5... 36 2.7
gi | 4454066] enb| AJ236895. 1| BNE236895 Beet necrotic yellow ve... 36 2.7
gi | 974171| dbj | D63936. 1| BNY26KDAPB Beet necrotic yellow vein... 36 2.7
gi | 974169| dbj | D63935. 1| BNY26KDAPA Beet necrotic yellow vein... 36 2.7
gi | 949814| dbj | D63759. 1| BNY26KDAP Beet necrotic yellow vein ... 36 2.7
gi | 3776189| dbj | AB018616.1|] Beet necrotic yellow vein virus ... 36 2.7
gi | 3776187| dbj | AB018615.1| Beet necrotic yellow vein virus ... 36 2.7
gi | 3776185| dbj | AB018614. 1] Beet necrotic yellow vein virus ... 36 2.7
gi | 3776181| dbj | AB018612.1] Beet necrotic yellow vein virus ... 36 2.7
gi | 3776179| dbj | AB0O18611.1] Beet necrotic yellow vein virus ... 36 2.7
gi | 3776175| dbj | AB018608. 1| Beet necrotic yellow vein virus ... 36 2.7
gi | 3776173| dbj | AB018607.1] Beet necrotic yellow vein virus ... 36 2.7
gi | 3776165| dbj | AB018603.1] Beet necrotic yellow vein virus ... 36 2.7
gi | 3776161 dbj | AB018601. 1] Beet necrotic yellow vein virus ... 36 2.7
gi | 3776157| dbj | AB018599. 1] Beet necrotic yellow vein virus ... 36 2.7
gi | 974173| dbj | D63937. 1| BNY26KDAPC Beet necrotic yell ow vein... 36 2.7
gi | 780375| gh| U18466. 1| ASU18466 African swi ne fever virus, c... 36 2.7

>SARS211. B21_A03_-_016. abl CHROVAT_FI LE: SARS211. B21_A03_-_016. abl PHD FI LE
SARS211. B21_A03_-_016. abl. phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:05 2003
TEMPLATE: SARS211A03 DI RECTI ON: fwd

agat aat cct at aggggatt gattt agcggccgcgaattcgcccttaatt
cgcggccgcegt cgaccacccttt gaaaggcacatt agat at gnctctctc
aaagggcct aaccttgccat gt ct aagat acctatatttat aatt at aat
t accagtt gaagt agcat caat gtt cct agt att ccaagcaaggacacaa
cccat gaaat cat ct ggcaatttat aatt at aat cagcaat aacaccagt
ttgtcctggcgctatttgtcttacatcatctcccttgact acaaaagaat
ct gcat agacat t ggagaagcaaagat catt caactt agt ggcagaaacg
ccat agcact t aaaggt t gaaaaaaat gt t gagt t gt agagcacagagt a
at cagcaacacaattagaaattttttttctctcccat gcat agacagaag
ggaatttagt agcatt aaaaacct ct ccaaaaggacacaagtttgtaata
t t agggaat ct cacaacat ct cct gagagaacaaccct gaaat t agaggt
ctggtaaattcctttgtcaatctcaaagctcttaacagagcatttgagtt
cagcaagtggatttt gagaacaat caacagcatctgtgattgtaccattt
t cat cat actt gagcat aaat gt agt t ggct t t aaat agccaacaaaat a
ggct gcagct gacgt gccccaaat gt ct t gagcaggt gaaaagggt gt aa
gaat ggct ct aaaattt gt aat gtt aat accaggaggcaactt aaaaat a
gggt tt caaagt gt t aaaaccagaaggt agat cacgaact acat ct at ag
gttgat agccctt at aaacat aagagaaacccatcttttattttttaaac



acaaact ct cgt aaagggt t aaaaat t acct ggactttt ct gaaaaat cc
aagggaaaaaggat ccagat at ggact ccaaagt ggaaat t aaaaggct t
t at ccaaat aacaaagaat ggggcct ggggaacccat ggggt t aaaaaaa
aagaaaaaaaagggtt ggccccacaaat t caaaggtttaaattggctcca
att aaaaaacattt at aaaaaatttgtttaaaaaat aaat cacccccgaa
ct gggggaat ttt gt gt gt gtt cct t ggggaaagat accccaaaaaaaac
ccccecccaccccaccgagaaaccaaacatattttgtatttattttttcte
t gt ggt gggcgcggagacaaaaaaaaaaaat aaaaat at aaccccaat tt
ctccttgtta

Score E
Sequences producing significant alignnments: (bits) Val ue
gi | 1046212| gb] U13893. 1] MPU13893 Mast adenovi rus sus4 NADC-1 ... 38 0.71
gi | 26284361| gh| AF258784. 1] Tupai a adenovirus 1, conplete ge... 36 2.8
gi | 9944523| gb| AF250284. 1| AF250284 Ansacta noporei ent onppoxv. .. 36 2.8
gi | 20330109| enb| AJ457986. 1| TCU457986 Tobacco curly shoot vi... 36 2.8
gi | 18077642 enb| AJ420318. 1| TLE420318 Tobacco curly shoot vi... 36 2.8
gi | 4454066]| enb| AJ236895. 1| BNE236895 Beet necrotic yellow ve... 36 2.8
gi | 974171| dbj | D63936. 1| BNY26KDAPB Beet necrotic yellow vein... 36 2.8
gi | 974169| dbj | D63935. 1| BNY26KDAPA Beet necrotic yellow vein... 36 2.8
gi | 949814| dbj | D63759. 1| BNY26KDAP Beet necrotic yellow vein ... 36 2.8
gi | 3776189| dbj | AB018616.1] Beet necrotic yellow vein virus ... 36 2.8
gi | 3776187| dbj | AB018615.1] Beet necrotic yellow vein virus ... 36 2.8
gi | 3776185| dbj | AB018614.1| Beet necrotic yellow vein virus ... 36 2.8
gi | 3776181| dbj | AB018612.1] Beet necrotic yellow vein virus ... 36 2.8
gi | 3776179| dbj | AB0O18611.1] Beet necrotic yellow vein virus ... 36 2.8
gi | 3776175| dbj | AB018608. 1| Beet necrotic yellow vein virus ... 36 2.8
gi | 3776173| dbj | AB018607.1] Beet necrotic yellow vein virus ... 36 2.8
gi | 3776165| dbj | AB018603. 1| Beet necrotic yellow vein virus ... 36 2.8
gi | 3776161 dbj | AB018601. 1] Beet necrotic yellow vein virus ... 36 2.8
gi | 3776157| dbj | AB018599. 1] Beet necrotic yellow vein virus ... 36 2.8
gi | 974173 dbj | D63937. 1| BNY26KDAPC Beet necrotic yell ow vein... 36 2.8
gi | 19171488| enb| AJ437618. 1| AENA37618 Ageratum enation virus... 36 2.8

>SARS211. B21_A04_- _016. abl CHROVAT_FI LE: SARS211. B21_A04_- _016. abl PHD FI LE
SARS211. B21_A04_-_016. abl. phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:05 2003
TEMPLATE: SARS211A04 DI RECTI ON: fwd

gaaact cctt agggcgatt gatttagcggccgcgaattcgcccttaattc
gcggccgcegt cgacat gt cttt cagact caagcaggct gt ctt at aggag
ct gagcat gt cgacacttctt at gagt gcgacatt cct att ggagct ggc
atttgtgctagttaccatacagtttctttattacgtagtactagccaaaa
atctattgtggcttatactatgtctttaggtgctgatagttcaattgett
actctaat aacaccattgctatacctactaacttttcaattagcattact
acagaagt aat gcct gttt ct at ggct aaaacct ccgt agatt gt aat at
gt acat ct gcggagattct act gaatgtgctaatttgcttctccaatatg
gtagcttttgcacacaact aaat cgt gcact ct caggt att gct gct gaa
caggat cgcaacacacgt gaagt gt t cgct caagt caaacaaat gt acaa
aaccccaactttgaaatattttggtggttttaatttttcacaaatattac
ct gaccct ct aaagccaact aagaggtcttttattgaggacttgctcttt
aat aaggt gacact cgct gat gct ggctt cat gaagcaat at ggcgaat g
cctaggt gat att aat gct agagat ct cattt gt gcgcagaagttcaatg
gacttacagt gtt gccacct ct gct cact gat gat at gatt gct gcct ac
cctgctgctctagttagtggtactgccactgct ggat ggacatttggtgce
tggcgctgetcttcaaataccttttgct at gcaaat ggcat at agggt ca
at ggcatt ggagtt acccaaaat ggt ct ct at gagaacccaaaacaaat c
gt ccacccat tt aacaagggggat t aggccaaatt caagaat at actt ac



aacaacat cacct ggcat t t ggggcaagct gcgagaacttt ggttaccca
aaaaggct ccaaggcatt aaaccaacct tt gt t aaaaaaat t aaggct ct
aatttttgggggaattttccaggggggcct aact ggaaat cccttccccce
act t t gaat aat ggccgaaggggggagggaacaaat t t ggaaagggttta
tttaagaggcgagaatttccaaagcccttttaaaatctttgtgtataccc
aaaaaacacct aaat acgggggggct ggct t gat aaaacct gt ggagggt
tcttccgctatatactccttttgttcccecgecttte

Score E
Sequences producing significant alignnments: (bits) Val ue
gi | 27357178| gh| AY167585.1] Porcine epidenic diarrhea virus ... 48  7e-04
gi | 20340264 gh| AF500215. 1] Porci ne epidenic diarrhea virus ... 44 0.011

>SARS211. B21 AO5 - 031.abl CHROVAT FILE: SARS211.B21 A05 - 031.abl PHD FILE:
SARS211.B21 _A05 - 031.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:05 2003
TEMPLATE: SARS211A05 DI RECTION: fwd

ccccggt ccat aagacgat t gat t t agcggccgegaat t cgcnnnnnat t
cgcggcecgegt ccacctt caat acaagggeccccagattatttattanca
ncgat at ccccttccaaattattgagtatcttaatctctggcactggttt
aat gt t acgct t agcccaaagct caaat gcaacat t aacaggaagt gtt g
tcttattttcaaagatctccacat caataccatctacctttgtgtaaaca
gcatt at t aat gat ggaaacaggt gct t cgccggcegt gt ccat caaagt g
tcctttattaacaacattataagccacattttctaaactctgtaacctgg
t aaat gcat t ccacaggtt at aagt at caaatt gt t t gt aaat ccat agg
ct aaat ccaccagaaat cat cat at t at at gcat ccaagt act gccggca
ctcatttgcat ggt gt ct gcaaacagcaccacct aaat t gcat cgt gt aa
tacacgcaccacattt gagt ggaacat aat caat at ccgacact acttgc
tt gccat gagact aacaaggact at cacaat agcaaaagaaacgcaattg
ctttaaat caggaaat gcacttttat cgaaagct gcagt gt ggaat gcat
gcttattcacat accaact accaccat cacat gct ggt aagt t caagttt
gacaagact ct t gt gt caaacct acccacaat t gcat t gcct gggcaacg
aaccaacgt accat t cccaaaacaaaacaaccaccaccact gaatttatc
gt gat gt ct cacct accact agaacacttcctctattttttgttatcttt
tgtccctactt ggecct gaget ct cct aaaactttcccattctctttccge
cct gaagccaccccctt gcaaatcccttttgattttcctatggtcttgaa
caaatt ggaaaccttat caccaaccaaat t gcat actttt ccaaaccgat
atggtgttgatccttttctggccaaacaaaaatttaaccccccactttcce
tcttccct aat at aat gcgectttcccat ccaaccccattctaccgt cct
tttttcaaaccctccceccct ggcacct ggccccaccacccgt acact acg
t aaaacct at cacacaccctttcccccccct gt ggt caattccctcecttce
cacgcggggcgaat t t gcct ccgecccact t ggggt t aacct ccct t gaaa
gatgttctttctcccgect ccaaaacaccccccccctctcecegttcetctt
act aat ct cgcacaccat t

Score E
Sequences producing significant alignments: (bits) Val ue
gi | 18033971| gb| AF391542. 1] Bovi ne coronavirus isolate BCoV-... 50 2e-04
gi | 15077808| gb| AF391541. 1| Bovi ne coronavirus isolate BCoV-... 50 2e-04
gi | 4454355| enb| AJ011482. 1] TGA011482 Porcine transmi ssible g... 50 2e-04
gi | 13397900| enb| AJ271965. 2| TGA271965 Transm ssi bl e gastroen. .. 50 2e-04

gi | 6625759| gb| AF201929. 1| AF201929 Murine hepatitis virus st... 48 7e-04




gi | 7739593 gb| AF207902. 1| AF207902 Murine hepatitis virus st... 48 7e-04

gi | 7769340| gb| AF208066. 1| AF208066 Murine hepatitis virus st... 48 7e-04
gi | 331851| gh|] M65148. 1| VHVGENE1 Muri ne coronavi rus open read.. . 48  T7e-04
gi | 17529670| gb| AF220295. 1] Bovi ne coronavirus strain Quebec... 42 0.046
gi | 7769351 gb| AF208067. 1| AF208067 Murine hepatitis virus st... 42 0.046
gi | 2641127| gb| AF029248. 1| Muse hepatitis virus strain MHV-... 42 0.046
gi | 58974| enb| X51939. 1| COVHVPOL Mbouse hepatitis virus RNA fo... 42 0.046
gi | 683720| enb| Z34093. 1| TGVPOLL Transmi ssi bl e gastroenteriti... 42 0.046
gi | 29293452| gb| AY223860. 1] Avian infectious bronchitis viru... 40 0.18

gi | 2337967| gb| AF005370. 1] AF005370 Al cel aphi ne herpesvirus 1... 36 2.8

>SARS211. B21 _A06_- 031.abl CHROVAT FILE: SARS211.B21 A06 - 031.abl PHD FILE:
SARS211.B21_A06_- _031.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:05 2003
TEMPLATE: SARS211A06 DI RECTI ON: fwd

at at acct cct at aggggggat t gaat t t agcggccgcgaat t cgccct t
aat t cgcggccgcegt cgacgect at aaaacggagnaannagaganngagn
cagaagcagaacct t t accagaagaaccagcnaagcaggncaccggccac
ccaaaaccgaccgacaanggcgccat t aaacgcgccgacat cgaaaagga
ggcacaaagcgct aaccccat ggcgaccgcaaacgccgcenaacat acacc
t gaaacat ggt ggt ggt gt at caggcgccact caacaaggcaaccaat gg
t gccat gcaaaaggagagt gat gat t acat t aagct aaat ggccctctta
cagt aggagggtcttgtttgctttctggacat aat ctt gct aagaagt gt
ctgcat gttgttggacct aacct aaat gcaggt gaggacat ccagctt ct
t aaggcagt at at gaaaat t t caat t cacaggacat ctt actt gcaccat
t gt t gt cagcaggcat act t ggcgcet aaaccact t cagt cttt at aagt g
t gcgt gt agacggct cgt acacaggt tt at at t gcacgt caat gacaaag
ctctttatgatcacggttgtcactggattatcttgatacccctgaaccct
acaat ct aagcccct accccat gt t t gagccaccaat cat acaagat t ct
ccaaact gct gggcaaat t t gct gct acacaat t cct gt ct ct gt ct aac
cctaaat attattgcctctcttcgat cgaggt cccat cacctct gt aata
aaccctatttttcctcacctactctcctacctcctcctttcecttatcatc
at ct ggacaacgct tt accat gaat t act cagaacctt gcctt at aat cg
aacgcattaagcctttttccgttaat aaaccgaagccccctt caact cct
t gacgt aaat ggaacct ccct act gctccgattccttccttcgtgect ac
tt caat ccct cgcct aaact gegt t ct ggcact ccccct ccat ccat ctc
cctcceccttattctttttaagaccatctccccectctcgattccacct at
at cat aacccttctttcaccttgatatatcccgaagttttctctgttatt
ctctccacttcgtctacaagctactaccaactctttttccttatccttaa
tatggcatgttgtctcattgcctcttttctccctctctccccct gt gcge
tccactcctcgectctatatctcttact caaccttgcaccatactttttt
gccecgtgettcecctcecctecctetteccttccct cect cgt ct gact cct
ccacagaacct gcct gcget ct gt acatccttttctctcacct ctt gaat
acct acgt ct gacat ct act act cagct at

Score E
Sequences producing significant alignnments: (bits) Val ue
gi | 2605950]| gb| AF030027. 1| AF030027 Equi ne herpesvirus 4 stra... 36 3.1
gi | 1353475| gb| U37214. 1] SI U37214 Sim an i nmunodeficiency vir... 36 3.1

>SARS211. B21_A07_- 032. abl CHROVAT FILE: SARS211.B21_A07 - 032.abl PHD FILE:
SARS211.B21 A07 - 032.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:05 2003
TEMPLATE: SARS211A07 DI RECTION: fwd

ggaat aaat t cct at aggggct gat t gaat t t agcggccgcgaattcgtc
cttaattcgcggccgegt cgacccccat t gaaccaat t gngnacttt nac

t aaaagnaccaant ct ccattt agagcttcactacct acaactattgcta



aaaat agt gt t aagagt gt t gct aaatt at gttt ggat gccggcat t aat
t at gt gaagt cacccaaattttctaaattgttcacaat cgct at gt ggct
attgttgttaagtatttgcttaggttctctaatctgtgtaactgctgctt
ttggtgtactcttatctaattttggtgctccttcttattgtaatggegtt
agagaattgtatcttaattcgtctaacgttactactatggatttctgtga
aggttcttttccttgcagcatttgtttaagtggattagactcccttgatt
cttatccagctcttgaaaccattcaggt gacgatttcatcgtacaagcta
gacttgacaattttaggtctggccgctgagtgggttttggcatatatgtt
gttcacaaaattcttttatttattaggtctttcagct at aat gcaggt gt
tctttggctattttgctagtcatttcat cagcaattcttggctcat gtgg
tttatcattagtattgtacaaat ggcacccgtttcttccatggttaggat
gtacatcttctttgcttctttctaactacat at ggaagaggt at gttcat
at cat ggat gggt gcaccctctt cgactt gcat gat gcgct at aaacgca
at ccgagccacacccgtt ggagt gt acaact att gt ct at ggcat gaaaa
gaactttctattgttact gcaaat ggaggcgaggcttcct ccaaaat cac
aaattgggaattggttcaattggtgacaccattttggacctgggtactcc
attcattaagggt gaacgt gccctcgtggatttcgccatccccagtttaa
aaaaacccaacaccccttctgtcccagcccact cggatttgt gt gaat ag
ggot gttt gggaaaaaat gggccgctctccctctttaatttt gaacaaag
gt ggggccaaaaaaaccct aat aaaaaaaacat ct cccccccctttcccc
tatttcttgtcaacttaaaaaaccaattctgacaaagtttacctaacccc
cttaaaaggtgttccctttgccccaatttcatctgtgtcccctaaggatt
ttttgtcacattgagcacaat

Score E
Sequences producing significant alignnments: (bits) Val ue
gi | 23476465| gb| AY145471.1] Rachiplusia ou nultiple nucl eopo... 38 0. 69

>SARS211. B21_A08 - 032.abl CHROVAT FILE: SARS211.B21 A08 - 032.abl PHD FILE
SARS211.B21 A08 - 032.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:06 2003
TEMPLATE: SARS211A08 DI RECTI ON: fwd

aat aaat cct at agggcgat t gaat tt agcggcgcgaat t cgccctt aat
nnnnnnccgcgt ccacct ccat aaaaganannaganat nnnannnngngn
nnnnggggccct t aaagaaannananggggaagaaaaggaggaggggaag
agggggggaaagaggaagagggnaaggggacggaggggggaanaggaagn
gaggaagaaaaangggaaaaagggaggggaagaaaagggaggggaaanaa
gggannnaagaaanaaggaggnggnngaagaggagangagganggagana
gnggggaagagggggaagagnggaagggagggggaaggngnggaagagac
aaaaaaganaagggaaaaaggagaaagagagaaaaaaggaggggggggga
aagaaaggnanaaggggaggagagaanaaaaggaaaggggaagaagagga
gagggaaaaagaagaaagagagaangagaaggaagaaagaaggaaggagn
ggggggaaggnaaaaagggaagaagagaggaaaangnagaanggaggaga
aaaaagagaaagagagaagaggagaanaaaagaaggaagaggagggaaag
aaagaaagagaggaaaggaagggaggggaggagaaaaggaaggaaagaga
ggagaagagaaaggnnaagagaaaaaaagggagaaaaggagagaggggaa
aaagagagggggaaagaagggagagaaaaaaaaagggagaggggaaaaga
aagaaaaagagagaaaaagggaggaagggggaaggaaaaaggggaaagaa
agggaaggggggannggaaagaagaggggggaaagggaaagagagaagag
agagaagaaaaaaaaaagaggggggaaaagaggaaagggaaggaaaaggg
gggaaagaaaaggagaaggaagaaaaagagagagaggaaaaaaagggggg
nagaaaaaagggggaaaggggaagggggggaaagaaaaaagggggggggg
agaaaagggaaaggggaaaaagaggaaggaaaganaaaaggagagaaaaa
gaggaggaaggaagaangggagaaaaaaaaaaaaagaggggaaggaagaa
agaaaaggaaaaagagaaaaagaggaaaggangagggagaanaagaaagg
ggggaaaaagggaagaaagagaagaaaagaagaaagagaggaaaaaaaga



gangaaggagaaaaagaggggagaagaagaaagggaaagaggaaaggagg
aaggaaagagaaaaaaagaaaggngaaaggagggaagaaaggaaagagag
gaaaaagagan

Query=
(1311 letters)

Dat abase: All GenBank+EMBL+DDBJ+PDB sequences (but no EST, STS,
GSS, or phase 0, 1 or 2 HTGS sequences)
1,731,999 sequences; 8,097,511,182 total letters

If you have any problenms or questions with the results of this search
pl ease refer to the BLAST FAGs

No significant simlarity found.

Something odd here... no DNA sequences found in the virus nucleotide sequence database.

>SARS211. B21_A09 - 047.abl CHROVAT FILE: SARS211.B21_A09 - 047.abl PHD FILE:
SARS211.B21 _A09 - 047.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:06 2003
TEMPLATE: SARS211A09 DI RECTION: fwd

gat t act cct t agggcgat t gat t t agcggccgcegaat t cgecct t aat t
cgcggccgcegt cgacaaccat t aaaat gaccannaagaaannnaangagn
nnnnannaccct t agagaagaaaaanaanngnnannnanggnanngnngn
aannaanagngnnnnnnggagnaaaannnnggnnnangnnaaannannnn
nagganaagnagnaannanaanannaaanngngnnaagagaanagnanaa
ngngngnnnaanaannanangnnnnangngnnnanannanngnnnnaann
gngnannnnnannaaaagnannaannnnagaannagagnnnnannannna
naannanngnnaaaaanagngnnaagagngnngnnaaannangnnnggan
gnnggnannaannangngaagnnannnaaannnnnnaaanngnnnanaan
ngnnangnggnnanngnngnnaagnannngnnnaggnnnnnnaannngng
naanggnngnngnnggngnannnnnannnaannnnggngnnnnnnnnnan
ngnaanggngnnagagaanngnannnnaannngnnnaangnnanaannan
ggannnnngngaaggnnnnnnnnnnngnagnannngannaagaggaaaag
aangnnnngannnnnanncagggcnngaaagganncaggngaggagngna
gngaaaaagggagagnggaaaaagnnaggnt t ggncgcngaggggggnng
gcaaagagggngggcacaaaanncccagaangagcagggccggcagccaa
aaagaaggggacccgcggcaat cgcgccacgcacnccaccagcaaacccce
ggct caggggggnaaacaaaagaaaggaacaaagggaaccccgccccgcea
agggggaaggaagaacaacccccgct gcctcctt ct act aacat tt ggaa
aaagctatgttcttattcatgggatggttgccccctccttcaaatt gcat
gat ggggct at aaagcgcaacccgggcccaacccgt t aagggt aacaat t
atttgttaat gggattaaaaaaaaacctttctattgtcttttggaaaatg
t gaggggccgggggcet tttt cgt aaaaaaacccaccaaaat ggggaaat t
tgtcccctcaattttggggaacaactctttttttccacct cgggcacaaa
aaacaatttctatt at at aaat gt agaaaaaaaaat t gt ct ccct ccgeg
cgcctattttctgeccacaccct cccecccct

Score E
Sequences producing significant alignments: (bits) Val ue

gi | 22255611| gb| AF067300.1] Stealth virus 1 clone 3B539 T3 36 2.7




>SARS211. B21 _A10 - 047.abl CHROVAT FILE: SARS211.B21 A10 - 047.abl PHD FILE:
SARS211. B21 _Al10 - 047.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:06 2003
TEMPLATE: SARS211A10 DI RECTION: fwd

gt gagat cgggcagaaaagacagaaggcaagaaaaat cacaaaggggagg

aaagggat gt t agcgggt ncgcaaaat t gccccgcat t gaagat cgagag

ccacgcgaaaacaaaaaat aaagaagggngnnnnnnnnnnggnnnnnnnn

ggnggggggcct tt t aaagagngnnnanggaagagaagaagaagaaagag

ggaggaaaagagggaagggagaaaaagagaaaaaaagagggggagggnag
ggaggaaagngggagggagaggagggggagaggggaaaggaaggaaaaaa
gaggaagagaggagaaagaagaggagggagaagagggagaggaagaagaa
gaggggggaagggaaaagaagaagggaggagggagggaggagaggaggag
angaagngaaaaggagaggggaggaggaagaaaggaaaagagagaggaaa
ggaagaagggggaagagagggagaaaagagagaagaagggaangagagaa
agggggggaagagaaagaaggaggagagagaggggaagaggaaggggagg
agagaagagaggagagaggggggaaggggaagaggagggaagaggagaag
aggaaggggaggagagggagaagagaaagagaggaaggagagaaagggaa
ggaagaagaaaggggaagggagggaggaagggagagagagganggagagg
agggggaggaggggaggaagagggggagagagggagagaggggggaaggg
aggggggggggaagagaaaagagaggaggggagggggaagagaggaggga
gaggagaaggaagaangagagaaaggggaagagggaaaggggggagggga
gagaagggaagggaggagagaaaaaaggagaaagagaaagagaaagaaaa
aaganaagagaagggaagggaaaagagggagaggagagaagaggaggaag
agagaaggaaaaagagaggggaagaaaagagaganggggggaaaagagga
gagaggaggaagaggggggaggagggagggaaaggagagaaggagggagg
aagggggggggaaggaaggggaggagggggggaggagggaagaaagagag
ggaggagggggaaaaaaggagggaggaagaaaggaaaaggagaaaaagaa
agaggagggaaagaaaaaagaagaagagaaaaagagagaaggaggggaag
ggaggggggagagggggaagggaaagggagaagaaaagggagagagggag
agaagaaaaggaaggagggagangaagaggggagagaagagaggaaagaa
gaagaagaggggggagaagaggaaggaganagagaggaggagaggggggg
gagggaagagagaagggggnagggagagaaagnagggaagagaagggaag
gagaaagaggagagaagagggaaggaggaaagagggagaaagggaaggaa
ggaggggggagagagggaggaggggaaagaggagagggnggaagagagag
gaaaggaaggagagaagggggaaaggggagggnaaagaagaagagaggag
ag

Query=
(1552 letters)

Dat abase: All GenBank+EMBL+DDBJ+PDB sequences (but no EST, STS,
GSS, or phase 0, 1 or 2 HTGS sequences)
1, 731,999 sequences; 8,097,511,182 total letters

If you have any problems or questions with the results of this search
pl ease refer to the BLAST FAGs

No significant simlarity found.

>SARS211. B21 All - 048.abl CHROVAT FILE: SARS211.B21 All - 048.abl PHD FILE:
SARS211.B21_Al11 - 048.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:06 2003
TEMPLATE: SARS211A11 DI RECTION: fwd

ggat act ct at gggcgat t gat t t agcggccgcgaat t cgcccttaattc

gcggccgegt cgacggecct t caaat ct cccacacagcet t gnggat at gn
ctatgacctttggacagcagttt ggt ccaacat act t ggat ggt gct gat



gtt acaaaaat t aaacct cat gt aaat cat gaggtt aagactttctttgt
act acct agt gat gacacact acgt agt gaagcttt cgagt act accat a
ctcttgatgagagttttcttggtaggtacatgtctgctttaaaccacaca
aagaaat ggaaatttcct caagttggt ggtttaacttcaattaaat gggc
tgataacaattgttatttgtctagtgttttattagcacttcaacagcttg
aagt caaat t caat gcaccagcact t caagaggctt at t at agagcccgt
gct ggt gat gct gct aact ttt gt gcact cat act cgctt acagt aat aa
aact gt t ggcgagct t ggt gat gt cagagaaact at gacccat cttct ac
agcat gct aat t t ggaat ct gcaaagcgagt t ct t aat gt ggt gt gt aaa
cat t gt ggt cagaaaact act acct t aacgggt gt agaagct gt gat gt a
tat gggt actctatctt at gat aat ctt aagacaggtgtttccattccat
gt gt gt gt ggt cgt gat gct acacaat at ct agt acaacaagagt ctt ct
tttgttatgatgtctgcaccacct gct gagt at aaat t acagcaaggt ac
attcttat gt gcgaat gagt acact ggt aact at cagt gt gggcat t aaa
ct cat at aact gct aaggagaccct ct at cgt at t gacggaact cccct t
acaaagat gt caaaagaacaaagggccgaaccccgcccccaaat t aaggg
gcgaatt ccgtttaaaccct gcaaggact aatt cccct tt aaggaagggt
aaatttctgactttggcgaaat cattggccaaaaactgttttcccggggg
gaaaat ggttt accccct cccaaat t ccccccaaacat ccaaacccggaa
agat aaaaagggaaaaagcct ggggggggcecct aaagaaagggaact t aa
cttcccatttaaatttgcggttggcgecctccect ggeccceccttttct
t cccget cggggggaaaaaaacacctttt ct ccggggcccaacacgettg
gcctatttaaa

Query=
(1261 letters)

Dat abase: All GenBank+EMBL+DDBJ+PDB sequences (but no EST, STS,
GSS, or phase 0, 1 or 2 HTGS sequences)
1,731,999 sequences; 8,097,511,182 total letters

If you have any problenms or questions with the results of this search
pl ease refer to the BLAST FAGs

No significant simlarity found.

>SARS211. B21_Al12_ - 048.abl CHROVAT FILE: SARS211.B21_Al2 - 048.abl PHD FI LE:
SARS211. B21_Al2 - 048.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:06 2003
TEMPLATE: SARS211A12 DI RECTION: fwd

gaaacccct at agggcgaat t gat t t agcggccgegaat t cgecct t aat

t cgcggecegegt cgacctcccttttaagttgectcttggtattaacatta
caaattttagacctattcttacagccttttcacctgctcaagacatttgg

ggcacgt cagct gcagcctattttgtt ggct atttaaagccaact acatt

t at gct caagt at gat gaaaat ggt acaat cacagat gctgttgattgtt

ct caaaat ccactt gct gaact caaat gct ct gt t aagagct t t gagat t

gacaaaggaat ttaccagacct ct aatttcagggttgttccct caggaga
tgttgtgagattccctaatattacaaacttgtgtccttttggagaggttt

ttaat gct act aaatt cccttct gt ct at gcat gggagagaaaaaaaat t
tctaattgtgttgctgattactctgtgcetctacaactcaacatttttttc
aacctttaagtgctatggcgtttctgccact aagtt gaat gatctttget

t ct ccaat gt ct at gcagat t ctttt gt agt caagggaggat gat gt aag

acaaat agcgccaggacaaact ggt gt t att gct gat t at aat t at aaat

tgccat at gatttcat gggttgtgcccttgett ggaat act aggaacatt
gatgctactttcaacttggtaattataattataaatataggtatcttaca



cct ggcaagctt at gcccct t caaaaaacact at ccaat cgt gcctttct
tcccctt gat ggcaaaacct t ggt ccccaaccct get ct t aaggggt at't
gggccat t aaat gact at cggtttttacccccect ct gggcattggetta
ccccacctt aacaaaagct cgaacaactttctttttaaacttttt aaaat
gcacccgcgccacgggect cggcgageccaaaatt ct at cccecctt gecce
ctttacttacgtaaccagt gggccgccacttttttaaatcttcaaacggg
act cccccgggat ccct ggt t ggt ggt gt aaaccccctttt gttt caaag
aaaagt ttct gcaccccaaatt acaacagaat acct gcccggegggegt g
gt gt ggcggggt t cct cacct ggt ctt cccgt cgt caaaaacaaccccca
accaaacacttctcgaaaaatattttaatacccatattttcctcccctct
gct cgct ggeccect cttt ct gcggggggggecagt gcact cacggagcet ac
t agaact ct t at caat cccccccgegt gaacacaaacacacacaaaat ca
cgccact ct at gcaaact ccct ct ct ggt gt agaaacagaaagcggceggc
gt gccct agegt cgeeggt t ct gcaat get

Score E
Sequences producing significant alignnments: (bits) Val ue
gi | 1046212| gb] U13893. 1| MPU13893 Mast adenovi rus sus4 NADC-1 ... 38 0.77
gi | 26284361| gb| AF258784. 1] Tupai a adenovirus 1, conplete ge... 36 3.1
gi | 12002793| gh| AF162927. 1| AF162927 Beet soil-borne virus RN... 36 3.1
gi | 10643624| gb] AF162935. 1| AF162935 Beet soil-borne virus RN. .. 36 3.1
gi | 10643614| gb| AF162928. 1| AF162928 Beet soil-borne virus RN... 36 3.1
gi | 9944523 gb| AF250284. 1| AF250284 Ansacta nporei ent onppoxv. . . 36 3.1
gi | 20330109] enb| AJ457986. 1] TCU4A57986 Tobacco curly shoot vi... 36 3.1
gi | 18077642| enb| AJ420318. 1| TLE420318 Tobacco curly shoot vi... 36 3.1
gi | 11595427| enb| Z66493. 2| BSBV3GNS Beet soil-borne virus gen... 36 3.1
gi | 4454066]| enb| AJ236895. 1| BNE236895 Beet necrotic yell ow ve. .. 36 3.1
gi | 974171| dbj | D63936. 1| BNY26KDAPB Beet necrotic yell ow vein... 36 3.1
gi | 974169| dbj | D63935. 1| BNY26KDAPA Beet necrotic yell ow vein... 36 3.1
gi | 949814| dbj | D63759. 1| BNY26KDAP Beet necrotic yellow vein ... 36 3.1
gi | 3088545| gh| AF059243. 1| AF059243 Bact eri ophage NL95, conpl... 36 3.1
gi | 1478486]| gb| S81553. 1| S81553 A=maturation protein {5 regi... 36 3.1
gi | 3776189| dbj | AB018616.1] Beet necrotic yellow vein virus ... 36 3.1
gi | 3776187| dbj | AB018615.1] Beet necrotic yellow vein virus ... 36 3.1
gi | 3776185| dbj | AB018614. 1] Beet necrotic yellow vein virus ... 36 3.1
gi | 3776181| dbj | AB018612. 1] Beet necrotic yellow vein virus ... 36 3.1
gi | 3776179| dbj | AB018611.1| Beet necrotic yellow vein virus ... 36 3.1
gi | 3776175| dbj | AB018608. 1] Beet necrotic yellow vein virus ... 36 3.1
gi | 3776173| dbj | AB018607.1] Beet necrotic yellow vein virus ... 36 3.1
gi | 3776165| dbj | AB018603. 1] Beet necrotic yellow vein virus ... 36 3.1
gi | 3776161| dbj | AB018601. 1] Beet necrotic yellow vein virus ... 36 3.1
gi | 3776157| dbj | AB018599. 1| Beet necrotic yellow vein virus ... 36 3.1
gi | 974173| dbj | D63937. 1| BNY26KDAPC Beet necrotic yellow vein... 36 3.1
gi | 21624364| dbj | AB086902.1] Feline infectious peritonitis v... 36 3.1
gi | 19171488| enb| AJ437618. 1| AENA37618 Ageratum enation virus... 36 3.1

>SARS211. B21_A13_-_063. abl CHROVAT_FI LE: SARS211.B21_Al13_-_063. abl PHD FI LE:
SARS211. B21_A13_-_063. abl. phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:06 2003
TEMPLATE: SARS211A13 DI RECTION: fwd

ggaaacat ct at agggcgat t gat t t agcggccgcgaat t cgccct t aat

t cgcggecgegt cgaccacct at aagaagggnat nnanat nnggnt gnaa
nagnnnganaccct t t aaagagangannagnanaagnnaggggagnanna
ghggaggangnnngagngggnnnaanananagggagnngnnananaggan
nannnnannnaanannngngnanannngnnagnnaannggnagaaanggn
gnganaagnnanagnaagggnnangnnngngagnaagaanaagagaggnn



annannnnaagnhaaggnaggnagggnnnngnnanannnngganaannnna
annnanaaggggnggagnnnnnagannanggnaaanagnnnnnaananan
nangnnagnganagnaaaannggnnggnnnnaaanannanagnagganng
gaaggggagganaaagannngaanaangngggaagaaagggnnnaggngn
nanagnaggagagagagaganagnagnnanggngngggnngaannnnnng
nannaagggganaannaagaannagnngaggnagaggagggaaganaaga
ngnngagnagagggggaaagggnannnngannnananaannnanggagnn
anaaaaaagnnaagnnnnaannganngaaaaaaggggaaaccaggggann
gaggnagaangngaangaggaaaggggggggaggaaaagaggaacgaang
gaaaaaanaaaghaaggaangagaanggaagaaagaaaaaggaggnggng
gaaaagacaaat t gt t nggagat t at aaagat aat aat aat aat t aat ga
t agaagagt t gggat t t t gagt aaagaagaagggt tt t t aggt aaaaaaa
ttttttttctt aaagaaaattt aaaaaat aggaaagtt at aaaaagtttt
t at t aaaat t aagnggggt t t gaaaggt t t gaaaaaaggaaaattt gttt
t gttagt gggat gttt att ggaaaaaaaat ggaat ggt ggtttttattgg
tt aaagt ggggcccgcgaaat t aaagggggcgaatttctgttttaaaccce
ct gcgagggaat t aat cccctttttaattgggggggtttaatttctgeta
acctttgggcgtatattttttggggtaatatacatttggttctcctttgt
gt ggaaaaat at gt gt at cccccgctt ccat aaaattttcacccaccaaa

asaacatttttagagaacccctcggasacaataaatatt

Score E
Sequences producing significant alignnments: (bits) Val ue
gi | 9944523| gb| AF250284. 1| AF250284 Ansacta nporei ent onppoxv. .. 38 0.70
gi | 4049647| gb| AF063866. 1| AF063866 Mel anopl us sangui ni pes en. .. 38 0.70

>SARS211. B21 Al4 - 063.abl CHROVAT FILE: SARS211.B21 Al4 - 063.abl PHD FILE:
SARS211.B21 Al4 - 063.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:06 2003
TEMPLATE: SARS211A14 DI RECTION: fwd

gat act cct aagggcgat t gat t t agcggccgcgaat t cgcccttaattc
gcggccgcegt cgact ccct t t at caaaaggnnnggnangnaaaagnaccc
nananncccct t acaccnggnacnggnaagaggcannnngccancggacn
ngcgcgcgaacacccagcggencgcacagcgcacacggcacgeccccagg
cagccgccgacgccccangcgaaaaggcacnaaaacaaccgcccacagaa
aaacgcagcagaaccacacccgcgcgcgcgecgcggagagcggengganaa
agccaaagcgacagcaacacgagaacaggacgcgcgccgcaccgcaaacg
cagcgccagaaacaacggcggacaccggagncccggacgaaagcccgacg
gccaccaaccaagacgcgagcgcagccaacgccagacnncgcgcaaaaca
cgacgcccacangggcgagcccgcgcaagcaccageccccccgecacagage
ggacnaaaggcacaccacaaccagaacacccgaaggcagcgcgcagaccce
acgaaaacaacagggcccagacacgaccccgggaact agccgccgagggce
ccggcgaaancgccgacaccgggagccgcccagceccat gacaacaagct a
aaagcacacaaggaaaaagcagcccaaggccccaaaaggcgccacaaagg
ggcaaacacacaggacgcggccaccggcagcaaacagaccgcaaaaaggc
ggcggaaaagacaggcccacacgccaccccggcgcggagaaaagccgege
cgaat ccccccctat attt cacaaaacgccggaactttcaaaaatcttta
tgattgcctaccgect aact gttgcttcact cacagggtttttgaatt at
gacttat ggcat atttacacaaacttact gt aaccagcaaaattctttgt
gaaaggt caaccggct t cat t ggggt ct at t acaacagt ccaaaaaat gc
gcattttttgggcatatattgcttggattaaaaaatctttaatacacaac
ct ggcaaat t t aacacagt ct agaaat t ccccacgct cggcgcaggt ggg
ccccccct ct cccacacagaaaaaatt gectatctcgggtgettttttata
gggcattttgattaaaaattcattttttgctggectcctctcectcttcct
ccccagggt ggggt ccgegeccgeggecct cgt act t t agagaggcggga



aaatttttccttctaacacaccgttcgccagggagctttgaccctctccce
tttctattcttgtggt gggggggcat ct ct

Sequences producing significant alignnments:

gi | 28261196| gb| AY186732.1] Of virus strain DL1701 ankyrin-r...
gi | 16117368| gh| AF188480. 1| AF188480 Macropodi d herpesvirus 1..
gi | 334060| gb] ML0986. 1| SHIGX Pseudor abi es virus gl ycoprotein..

Score E
(bits) Val ue

38 0.72
36 2.8
36 2.8

>SARS211. B21_A15_- _064.abl CHROVAT FILE: SARS211.B21 Al5 - 064.abl PHD FILE:

SARS211. B21_Al15_-_064. abl. phd.1 CHEM term DYE: big TIME Sat Apr

TEMPLATE: SARS211A15 DI RECTION: fwd

gaaat aactt cct at aggggcgaat t gaat t t agcggccgcgaat t cgec
ctt aat t cgcgnnnnncgt ccact gacaat aaaagt t t cgnat gngt nna
ngngnt t gt nt agnagcccctttttagactttgaattgtggatctttgtc
at ccaat t t aat ggat ccat gat aagt cagccat gt t cccgaaggt gt ga
cttccat gccaat gcgt gacat t ccaaagaat gcagaggcact t ggagca
aattgtgcaatttgcggccaatgtttgtaatcagttccttgtctgattag
gtcttggtccccgaaatttccttgggtttgttctggaacacgtctcccaa
at gctt gagt gacgtt gt act gt ttt gt ggcagt acgcttttggcgaggce
tttttagatgcctcagcatcatatttcttagtgacagtttggectggttg
ttgctggtctttaccagaaactttgctct caaget ggct caatctgtcta
gcagcaat agcgcgagggcagt tt ct ccat ct ccgect agccat t ccagce
aggagaatttcccctact gct gccaggagtt gaatttcttgaattacccce
gact acgt gat gaggagcgat aacagggt t gact gccgcctctgcttctc
tcttgctagaagectttttgectatgttgttccttgacgaagat gt agca
agcgt ggcagcattgttattacgtttgeget ggccaattgtggtcctttg
ggtgttttttaggtttctcttatcgcaatctatatcatgeecctctetttt
tttcccttacgccat cccat cccct gt ccecgt ct ccct at ggaacagaa
agacctctccgggtctctagtccttttcttttttcctttcacgact acct
aatttcttggtgtaagctctttttcactctcccectttttttcccttetce
ccaccccttccctgttccttatt gt gcactgecccttgect cccat ctcaa
atttcactcctctttcttgeccctgttcttctctccacacccttcgatccce
ctcat agcggttaatttaatggcttctacatcctcgtctctctattgggt
tttcttatactgtcttctectctecttttecgttttctctcctget gt gg
tgttaatttctttattttacaccctacttgattcccaccccaagt aaagc
tcgattgcctct gcct gegt ct gt acacacctctgttttcttcttcgetce
ttacttggcttatctcctctcttcgcaatctccttttcctctcttctact
tccct

Sequences producing significant alignments:

gi | 29467861| dbj | AP006270. 1| Adoxophyes honnmai nucl eopol yhed. .
gi | 23379192| gh| AY055382. 1] Sal nonel | a typhi muri um phage ST6..
gi | 291490| gh| LO0036. 1| HS1IUS Human her pesvirus strain 17 com..
gi | 59865]| enb| X02138. 1| HEHSV1SU Herpes sinplex virus type 1 ..
gi | 1944536] enb| X14112. 1| HE1ICG Herpes sinmplex virus (HSV) ty...

12 12:11:07 2003

Scor e E
(bits) Val ue

40
36
36
36
36

NN O
0 00 00 o

>SARS211. B21_A16_-_064.abl CHROVAT FILE: SARS211.B21 Al6_-_064.abl PHD FILE:
SARS211. B21_Al6_-_064.abl.phd.1 CHEM term DYE: big TIME Sat Apr 12 12:11:07 2003

TEMPLATE: SARS211A16 DI RECTI ON: fwd

gt aaact cct at agggcgat t gaat t agcggccgcgaat t cgccct t aat
tcgcggeccgegt cgaccacctttttaacttcttttct ccacaaataatta
ct acagacaat acattt gt ct caggaaattgtgatgtcgttattggcatc



attaacaacacagtttat gat cctctgcaacct gagcttgactcattcaa
agaagagct ggacaagt act t caaaaat cat acat caccagat gttgatc
ttggcgacatttcaggcattaacgcttctgtcgt caacattcaaaaagaa
at t gaccgcct caat gaggt cgct aaaaat t t aaat gaat cact cattga
ccttcaagaatt gggaaaat at gagcaat at at t aaat ggccttggtatg
tttggctcggcttcattgctggactaattgccatcgtcatggttacaatc
ttgctttgttgcatgactagttgttgcagttgcct caagggt gcatgctc
ttgtggttcttgctgcaagtttgat gaggat gactctgagccagttctta
agggt gt caaat t acattacacat aaacgaacttatggatttgtttatga
gattttttactcttagat caattact gcacagccagt aaaaatt gacaat
gcttctcctgcaagcact gttcat gct acagcaacgat accgct acaagc
ctcactccctttcggatggcttgttattggecgttgcatttcttgetgttt
tt cagagggct accaaaat at t gcgct caat aaaacagggcagct agccc
tttataagggtttccagttcattttgcaattactgctgctatttgttacc
atctaatcccatctttttgtttgccgct gcagggat gggggcggcagttt
ttgaacctctatgcctggatatattttcaaccagggat ccacccaat gaa
caaatttccaccagatgttggctttgttggaaaggccaaaacccaaaaac
cccataatttcatgatgccccactactttgttttgctggcccaccaccta
aaat t at gaat aaccggat at accaat at aacaagt ggcct ccaaaaaaa
aatttggtcttcacacttgacggggt caggctctttcccaaacctcccaa
at accccaaat caaat acat ct cccaaacttgtgtgtggtcattttcctt
gggggaaacagcgat ccct cccaggt gt gttt aaaaaaaaatatttttca
tctcctctaccaacat ggt gt

Sequences producing significant alignnments:

gi | 28274445| gb| AY189157.1] Avian infectious bronchitis viru..
gi | 27803883| gh| AY180958. 1] Avi an infectious bronchitis viru..
gi | 11038441| gh| AF288146. 2| AF288146 Avi an i nfectious bronchi ..
gi | 58986]| enb| X58001. 1| CORPS12A | nfectious bronchitis virus ...
gi | 58959]| enb| X04723. 1| CO BVSP2 | nfectious bronchitis virus ..
gi | 4972607| gb] AF094817. 1| AF094817 Avi an infectious bronchit...
gi | 4972605]| gb| AF094815. 1| AF094815 Avi an infectious bronchit...
gi | 4972604| gb| AF094814. 1| AF094814 Avi an infectious bronchit...
gi | 2062322| gb| U49858. 1| Al U49858 Avi an i nfectious bronchitis..
gi | 806409| gb] U04739. 1| Al U04739 Avi an infectious bronchitis ...
gi | 13378216| gb| AY024337.1|] Avian infectious bronchitis viru..
gi | 13377886| gh| AF334685. 1| AF334685 Avi an infectious bronchi..
gi | 6425132 gb| AF201930. 1] AF201930 Avi an infectious bronchit...
gi | 9719315]| gb] AF207551. 1| AF207551 Si al odacryoadenitis virus..
gi | 58951] enb| X15832. 1| CO BVPEP | nfectious Bronchitis Virus ...
gi | 58988| enb| X58003. 1| CORPS12B Infectious bronchitis virus ...
gi | 4972606] gb| AF094816. 1| AF094816 Avi an infectious bronchit...
gi | 1086958| gh| S79187. 1] S79187 S2=gl ycoprotei n [porci ne hena..
gi | 406193| dbj | D13096. 1| CCO NSAVC Cani ne coronavirus (CCV) g...
gi | 7595820]| gb| AF239985. 1| AF239985 Avi an i nfecti ous bronchit...
gi | 7769351| gb| AF208067. 1| AF208067 Murine hepatitis virus st...
gi | 331846| gb] M32789. 1| VHVE2ALY Murine hepatitis virus E2 gl ..
gi | 561671| gb] U14646. 1| MHU14646 Murine hepatitis virus S gly...
gi | 561669| gb| U14645. 1| MHU14645 Murine hepatitis virus S gly...
gi | 331844| gb|] ML8379. 1| M\HVE2 Murine hepatitis virus nenbrane..
gi | 13492236 gb| AF335553. 1| AF335553 Avi an i nfectious bronchi..
gi | 13377888| gh| AF334686. 1| AF334686 Avi an i nfecti ous bronchi..
gi | 2641127| gb] AF029248. 1| Mbuse hepatitis virus strain MHV-..
gi | 58979| enb| X04797. 1] COVHVS Murine hepatitis virus (JHM m..
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gi | 234139| gb| S51114. 1| S51114 E2=pepl oner gl ycoprotein [nuri... 42 0.044
gi | 222139| dbj | D10235. 1| MUCCL2S Murine coronavirus (JHW) nR .. 42 0.044
gi | 17529670| gb| AF220295. 1] Bovi ne coronavirus strain Quebec... 38 0.69
gi | 28916167| gb| AY204705.1] RNA transcription vector pBRDI 2, ... 38 0.69
gi | 28916157| gh] AY204704.1] RNA transcription vector pBRD 1, ... 38 0.69
gi | 23295758| gh| AY078417.1] Porci ne hemaggl uti nati ng encepha. .. 38 0.69
gi | 21734847| gb| AF481863. 1| Porci ne hemaggl uti nati ng encepha. .. 38 0.69
gi | 306155| gh| L14643. 1| HOBOC43S Human coronavi rus OC43 spi ke. . . 38 0.69
gi | 20279055| gb| AF494337. 1] Transmi ssi bl e gastroenteritis vi... 38 0.69
gi | 292951| gb] MB5169. 1| I BACGB Avi an infectious bronchitis vi... 38 0.69
gi | 18033971| gh|] AF391542. 1] Bovi ne coronavirus isolate BCoV-... 38 0.69
gi | 15077808| gb| AF391541. 1] Bovi ne coronavirus isolate BCoV-... 38 0.69
gi | 386388| gh| S62886. 1| S62886 Human coronavi rus OC43 surface... 38 0.69
gi | 4020137]| gb| AF104420. 1| AF104420 Porci ne transm ssi bl e gas... 38 0.69
gi | 15042681| gh|] AF394749. 1| AF394749 Avi an infectious bronchi... 38 0.69
gi | 15011415]| gh|] AF394180. 1| AF394180 Avi an infectious bronchi... 38 0.69
gi | 308768 gb| LO7748. 1] HUOS Hunan enteric coronavirus 4408 s... 38 0.69
gi | 323363 gh| M31054. 1| COBSPI KB Bovi ne coronavirus spi ke pro... 38 0.69
gi | 323361| gb] M31053. 1| COBSPI KA Bovi ne coronavirus HE gene, ... 38 0.69
gi | 335204| gb] M21950. 1| TGEPEP Porci ne transm ssi bl e gastroen... 38 0.69
gi | 332882| gb] M04103. 1| PO PRCVSH Porcine respiratory coronav... 38 0.69
gi | 332874| gb|] M@4097. 1| PO PRCVSB Porci ne respiratory coronav... 38 0.69
gi | 323350| gb] M30612. 1| COBHSN Bovi ne coronavi rus hemagglutin. .. 38 0.69
gi | 333335| gb] MP4101. 1| PTGPRCVSF Porci ne transm ssi bl e gastr... 38 0.69
gi | 333333 gh|] M24099. 1| PTGPRCVSD Porci ne transm ssi bl e gastr... 38 0.69
gi | 323357| gb] M64668. 1| COBSB Bovi ne coronavirus spi ke glycop... 38 0.69
gi | 323355| gh|] M64667. 1| COBSA Bovi ne coronavirus spi ke glycop... 38 0.69
gi | 13492240 gb| AF335555. 1| AF335555 Avi an infectious bronchi... 38 0.69
gi | 13492238| gh| AF335554. 1| AF335554 Avi an infectious bronchi... 38 0.69
gi | 13448693| gb] AF352315. 1] AF352315 Avi an infectious bronchi... 38 0.69
gi | 13448691| gh| AF352314. 1| AF352314 Avi an infectious bronchi... 38 0.69
gi | 13448685| gh| AF352311. 1| AF352311 Avi an infectious bronchi... 38 0.69
gi | 13377894| gb| AF334689. 1| AF334689 Avi an infectious bronchi... 38 0.69
gi | 13377892| gb| AF334688. 1| AF334688 Avi an infectious bronchi... 38 0.69
gi | 13377890| gb|] AF334687. 1] AF334687 Avi an infectious bronchi... 38 0.69
gi | 13377884| gh| AF334684. 1| AF334684 Avi an infectious bronchi... 38 0.69
gi | 12585454| gh| AF239282. 2| AF239282 Avi an infectious bronchi... 38 0.69
gi | 12585341| gb| AF239274. 2| AF239274 Avi an infectious bronchi... 38 0.69
gi | 12408750| gb| AF239281. 2| AF239281 Avi an infectious bronchi... 38 0.69
gi | 12408697| gb| AF239277. 2| AF239277 Avi an infectious bronchi... 38 0.69
gi | 12408748 gh| AF239280. 2| AF239280 Avi an i nfectious bronchi... 38 0.69
gi | 12330251| gh| AF181469. 1| AF181469 Bovi ne coronavirus spike. .. 38 0.69
gi | 11096190| gb| AF302263. 1| AF302263 Porci ne transmi ssible ga... 38 0.69
gi | 234109| gb] S51223. 1| S51223 POL=pol yner ase, E2=pepl oner pr... 38 0.69
gi | 8980689| gb| AF239279. 1| AF239279 Avi an infectious bronchit... 38 0.69
gi | 8980687| gh| AF239278. 1| AF239278 Avi an infectious bronchit... 38 0.69
gi | 8980683| gh| AF239276. 1] AF239276 Avi an infectious bronchit... 38 0.69
gi | 8980681| gb| AF239275. 1| AF239275 Avi an infectious bronchit... 38 0.69
gi | 8980677| gb] AF239273. 1| AF239273 Avi an infectious bronchit... 38 0.69
gi | 8980675| gb| AF239272. 1| AF239272 Avi an infectious bronchit... 38 0.69
gi | 8980673 gb| AF239271. 1| AF239271 Avi an infectious bronchit... 38 0.69
gi | 62391] enb| Z21849. 1| COSURPRO Human coronavi rus OC43 gene ... 38 0.69
gi | 58961| enb| X02342. 1| CA BVSPI  Coronavi rus 1BV gene for spi... 38 0.69
gi | 1321871| enb| X87238. 1| | BVSPI KE Avi an i nfectious bronchiti... 38 0.69
gi | 7595818| gb| AF239984. 1| AF239984 Avi an infectious bronchit... 38 0.69
gi | 7595816| gb| AF239983. 1| AF239983 Avi an infectious bronchit... 38 0.69
gi | 7595814| gb| AF239982. 1| AF239982 Avi an infectious bronchit... 38 0.69




gi | 58983| enb| X60089. 1| COPRCVSP Porci ne respiratory coronavi. .. 38 0.69
gi | 452379 enb| X77047. 1| CCSP Cani ne coronavirus nmRNA for spi... 38 0.69
gi | 529246| enb| Z35758. 1| TGVTFI VIR Transmi ssi bl e gastroenteri... 38 0.69
gi | 13397900| enb| AJ271965. 2| TGA271965 Transm ssi bl e gastroen. .. 38 0.69
gi | 14253129| enb| AJ311362. 1| I BR311362 Avi an infectious bronc... 38 0.69
gi | 14149032| enb| AJ311317. 1] 1 BR311317 Avi an infectious bronc... 38 0.69
gi | 1155076| enb| X80799. 1| FECV Feline enteric coronavirus gen... 38 0.69
gi | 59007| enb| X05695. 1| COTGEVE2 Transmi ssi bl e gastroenteriti... 38 0.69
gi | 61377| enb| X53128. 1| PTGEVS Porci ne transm ssi bl e gastroen... 38 0.69
gi | 475893| enb| Z32769. 1] CVOC43VA Hunman coronavirus (OC4A3VA) ... 38 0.69
gi | 475891| enb| Z32768. 1] CVOC43CU Hunman cor onavi rus OC43 gene. .. 38 0.69
gi | 58915| enb| X06170. 1| COFI PVE2 Feline infectious peritoniti... 38 0.69
gi | 58957| enb| X04722. 1] CO BVSP1 Infectious bronchitis virus ... 38 0.69
gi | 395057| enb| Z24675. 1| PRPROTSA Porci ne respiratory coronav.. . 38 0.69

Theabove BLAST data suggest to methat thisisno typical coronavirus AT ALL. Therearebitsand
pieces of many coronavirusesin SARS and some of the DNA in SARS has no relationship to any known
DNA in any virus—of any type-- at all. SARSisacompletely new virus. | haveonly BLASTed a few
portions of the complete SARS genome but | have done sufficient examination to know, beyond any
doubt whatsoever, that thisisnot your normal virus.

To briefly summarize, | will display here the highest/lar gest matches of known agentsto the portions of
SARSDNA that | have BLAST ed:

Score E
Sequences producing significant alignments: (bits) Val ue
gi | 12082738| gb| AF304460. 1| AF304460 Hunman coronavi rus 229E, ... 44 0.002
gi | 292951 gb|] M@5169. 1| | BACGB Avi an infectious bronchitis vi... 42 0.007
gi | 12082738| gb|] AF304460. 1| AF304460 Hunan coronavi rus 229E, ... 46  5e-04
gi | 17529670| gb| AF220295. 1] Bovi ne coronavirus strain Quebec... 46  6e-04
gi | 6625759| gb|] AF201929. 1| AF201929 Murine hepatitis virus st... 34 1.8
gi | 17529670| gh|] AF220295. 1] Bovi ne coronavirus strain Quebec... 46  6e-04
gi | 17529670| gh| AF220295. 1] Bovi ne coronavirus strain Quebec... 46 0.002
gi | 7258529| enb| AJ389778. 1| H M389778 Human i mmunodefi ci ency ... 38 0.69
gi | 1046212| gb] U13893. 1] MPU13893 Mast adenovi rus sus4 NADC-1 ... 38 0.71
gi | 27357178| gb| AY167585.1] Porcine epidenic diarrhea virus ... 48  T7e-04
gi | 18033971| gh] AF391542. 1] Bovi ne coronavirus isolate BCoV-... 50 2e-04
gi | 2605950]| gb| AF030027. 1| AF030027 Equi ne herpesvirus 4 stra... 36 3.1
gi | 23476465| gh| AY145471.1] Rachiplusia ou nultiple nucl eopo... 38 0.69
gi | 22255611| gb| AF067300. 1] Stealth virus 1 clone 3B539 T3 36 2.7
gi | 1046212| gb] U13893. 1] MPU13893 Mast adenovi rus sus4 NADC-1 ... 38 0.77
gi | 9944523| gb| AF250284. 1| AF250284 Ansacta nporei ent onppoxv. .. 38 0.70
gi | 28261196| gh| AY186732.1] Of virus strain D1701 ankyrin-r... 38 0.72
gi | 29467861| dbj | AP006270. 1| Adoxophyes honnmai nucl eopol yhed. . . 40 0.18
gi | 28274445| gb| AY189157. 1] Avian infectious bronchitis viru... 50 2e-04

The above ar e those viruses that show the largest sequence homology to some of the SARS nucleotides
released for public record on 4/12/03. These data suggest to me that we ar e seeing a not-nor mal
coronavirusthat has elements of avian infectious bronchitis virus, bovine coronavir us, porcine epidemic
diarrheavirus, and human coronavirus 229e. However, SARSisnot any one of those — it isa mixture of
all of them. Moreover, there are some elementsin SARS that suggest it may cause persistent infection,
e.g., some small relationship to herpesvirus, HIV, SIV, and Stealth virus.



With a 4% mortality rate, this highly contagiousvirusisreally different than anything seen beforein the
coronavirusfamily. Moreover, therearefairly large portionsof DNA in SARS that have NO known
relationship to any viral DNA known to date. Thereisno understanding whatsoever, at thistime, what
those unknown DNA might be doing relative to disease, transmission, etc.

It would be a prudent strategy to:

1) Stop all air-traffic and sea-traffic to-and-from infected areas. Quarantine infected nations from any
non-infected nation.

2) Quarantineall infected individuals and any individuals that may have had contact with an infected
person within any infected nation.

3) Institute procedurestoinsurethat the blood supply is safe from SARS infection.

4) Continueto increase quar antine measur es and maintain existing quar antine measuresfor the
foreseeable future.
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